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Research progress on transcription factor bZIP in plant pathogenic fila-
mentous fungi
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(1.College of Forestry, Southwest Foresiry University, Kunming 650224, China; 2.Graduate School of Southwest Foresiry University, Kunming 650224,
China; 3.Yunnan Key Laboratory of Forest Disaster Warning and Conirol, Kunming 650000, China)

Abstract: To address the lack of systematic collation regarding the members, classification, and functions of bZIP
transcription factors in the interaction between plant pathogenic filamentous fungi and plants, this study conducted relevant
research collation and analysis based on the structural characteristics of this transcription factor in plants, while proposed
difficulties, priorities, and hotspots in future research. It systematically reviewed the structural features, gene expression
regulatory mechanisms, classification, and functional differences of bZIP transcription factors in plant pathogenic filamen-
tous fungi, and also elaborated the stress response and pathogenicity-related signal transduction pathways they participated
in. This review provides a reference for exploring the molecular mechanisms of this transcription factor in areas such as path-
ogenic bacteria growth and development and stress resistance enhancement, and also offers directional guidance for plant
disease control research targeting pathogen transcription factor action sites.
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Fig.1  Structural characteristics of bZIP transcription fac-

tors!”] ( modified )

Table 1 Typical members and main functions of bZIP transcription factors in plants
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DNA Z54 B4R DR Ko 356 DR 3508 A s 15 1 v
AR EES, TR LY IR B B P R 1 bZ-
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ABA {UAE ABA FELERTHEUE 5 1T ABA AR AR 5L
K (W/NZ Em  E2K rabl7) Bk ABA Ab, 832 & 4L
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Fig.2 Regulatory pathway of stress resistance response mediated by bZIP transcription factors in the ABA-dependent signaling pathway in

plants
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Table 2 Functions of bZIP transcription factors in plant pathogenic filamentous fungi

HE AR bZIP 5 TR 225 3CHk
RAHRTTH (Fusarium graminearum)  FgAdal PR 22K AT TIE I, SO T M 2 AR N B e T A e [97].[12]
F K K BEIG 5 T ( Exserohilum turci- St(bZIP ZEWRIN B (43 PIREAERIIETRZAK PG i AR AR DhiE [16].[17]
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Fig.3 Genetic analysis of bZIP transcription factors in plant pathogenic filamentous fungi
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