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Abstract: To identify the pathogen responsible for hydrangea leaf blight, a tissue isolation method was employed on
diseased leaf samples of Hydrangea macrophylla Endless Summer collected from Nanjing City, Jiangsu Province, China.
Through back-inoculation experiments, strain YK-B was identified as the pathogenic fungus. The study found that inocula-

tion of healthy hydrangea leaf tissues with strain YK-B

7S B #9.2024-10-21 induced leaf blight symptoms consistent with those
BEETE . THA LR B B34 T H [ CX(2023)3062] ;4 observed on the originally collected diseased samples.
F ML X 26 T A 2 T M TR JE e o 5 S 2 Based on morphological characteristics and multigene phy-
4235 H ( KFE202401) 5 ' ye W Bbk Ol B 4 ) 7= 36 50 B logenetic analysis, the pathogenic strain YK-B was identi-

[ 75(2024)TG03) ] fied as Alternaria alternata. Furthermore, mycelial growth
TEER N EEA(1989-) , 2, R R A it Bh A9 b1, N experiments were conducted with the pathogenic strain
SLECAH ) B 55 548 W B = F 7Y, (E-mail ) chenhui- YK-B under varying conditions of carbon sources, nitrogen
jie2020@ 163.com sources, temperature, and pH. The results indicated that

BIEE AT, (E-mail) nksdym@ 163.com the optimal conditions for mycelial growth of YK-B were
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raffinose as the carbon source, peptone as the nitrogen source, a temperature of 25 °C, and a pH range of 6 to 8. The re-

sults of in vitro toxicity assays of seven fungicides against the pathogenic strain YK-B revealed that copper hydroxide exhibi-

ted the most effective inhibition. The findings of this study provide practical guidance for the diagnosis and management of

hydrangea leaf blight.
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Table 1 Primers used in this study
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Fig.1 Symptoms of leaf blight on Hydrangea macrophylla at

various disease stages in the greenhouse
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Fig.2 Disease development in Hydrangea macrophylla leaf tis-

sues on the 7th day after inoculation with strain YK-B
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Fig.3 Morphological characterization of strain YK-B
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Table 2 The host, collection location and GenBank accession number of the pathogenic strain YK-B
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PR AR HE SRAEHb AT
TS GAPDH OPA Alt al
LB Rl
- PZ 35
YK-B FHIRIE (32°04'N, 118°88')  OQ560480 00561765 00561766 00561764
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42| 56
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Alternaria tenuissima strain MHT7-1

54
Alternaria alternata isolate Alt1563

Alternaria alternata isolate ZSH
Alternaria alternata strain GL0932

Alternaria alternata isolate A5

100
Alternaria tenuissima isolate AT2

4 FHREMHFER YK-BHSERRZEZEH
Fig.4 Multigene phylogenetic tree of hydrangea leaf blight
strain YK-B
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Fig.5 Effects of different carbon and nitrogen sources on mycelial growth rate of strain YK-B
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Fig.6 Effects of different temperatures and pH values on mycelial growth rate of strain YK-B
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Fig.7 Effects of various fungicides on the mycelial growth rate and antibacterial rate of strain YK-B
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