TTIRAN 23R ( Jiangsu J.of Agr.Sci.) ,2025 ,41(4) ;724-732
724 http: //jsnyxb.jaasaccn

s REER, E AR SEIREUPNA T P AR SR AR B R DR IA T T [ )] VIR A 2025,41(4) :724-732.
doi ;: 10.3969/j.issn. 1000-4440.2025.04.011

AERAHDETHREFEEREERREESH

koo MRAY, OV, A £, RETE, KRB, e, Fek’
(LILIREFPE R AR TR 5K P2 B TL 05 Bk 2220055 2. VLI TR AKK PR 5E i/ AR M0 A KB ik K AT 1 3 1% 5 b 535
FEH S SEE S VT MR 210017)

WE: IR 2EITE A T WSS 5 5 rh A g 2 8 3 B 56 IR 3Rk e [ REAE , AS B 5% 38 537 Tlumina 575 A%
TR AT % PR A MR A AL B (1.0£0. 1 mg/LAFE 1 h) ] AT 8585 )5 BT Y vh e 4 B 5 36 iz L PR 36 5
2R, ARRW], SRR A A PR h AL SR B IR W 5 R S R R X IRAH LA 691 22 R ER, FEE A
ARSI AT JLT B Es & 50 A BTG SR ARG H I R A R e A% A A AU s, AR i e 1 9 S I 3 2
SFIRFER AT T R DOEE 7 PCR Wi, ASHIF 25 RA125 [ B T 4b 058 72 J5 1 ) v He 3 B A 3 B g X 2
R385 FAILE], R I SLR AT AR U E X Hh AR B M it 52 A R A s e 250 T 2

KW PR, 2MEMREMNG; BRI, REER,; FHRAN

FESES: TP391;S565.1 XEKARIRE . A XEHS: 1000-4440(2025)04-0724-09

Gene expression profile analysis of Eriocheir sinensis cuticle under acute
hypoxia stress
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Abstract: To investigate the gene expression response in the cuticle of Eriocheir sinensis during the post-molt stage un-
der acute hypoxia stress, this study utilized Illumina second-generation sequencing technology to detect the gene expression
profiles between the control and the acute hypoxia stress treatment, namely (1.0£0.1) mg/L for 1 h. The results showed that
compared with the control, a total of 691 differential expressed genes were identified in the acute hypoxia stress treatment.

These differentially expressed genes were mainly enriched in physiological activities such as cuticle structural components,

chitin binding, and metabolic pathways such as nitrogen

Wrs B #3:2024-08-30 metabolism, glyceride metabolism, and glycolysis pathway.
EEWE TR RE BRI 0 H [ JBGS (2021) 031 JBGS Nine significantly differentially expressed genes were

(2021) 1257 <+ W0 A B K &S A & 1R W H
(2022YFD2400700) ; VLI585 ik i W ik v AR B2 118 & T
Y40 A (SBE2022350035) 5 VLA KA BF 5T AL BHIF 5
SEEANHTRITH (KYCX2023-103)
VEBEMN T 12(1999-) , %, INTE KA, B 5c 4, ETME post-molt stage to acute hypoxia stress, laying the founda-
eI SRS . (E-mail) braveting04@ 163.com tion for further investigation into the effects of hypoxia stress
BIEE 2, (E-mail ) xuguangli1 981@ 163.com on the molting and growth of E. sinensis.

screened and verified by real-time fluorescence quantitative
PCR. The results of this study preliminarily clarify the mo-

lecular response mechanism of cuticle in E. sinensis at the
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Table 1 Primers for fluorescence quantitative PCR

19 FIMIFFI(5'—3")
CAP47-F TCCGACACAGTGTTCAGCTACGA
CAP47-R TGTAGGAGCCCTCCACCTTCTTG
CAPS-F AGGAGAACAGCGACGGCAACA
CAPS-R GTCAGCCTCGTAGTTCACGGTCT
CAPI19-F TCTCAAGGTCGTCCTGCTGTCC
CAPI9-R CTCCTGGGCACCGAAGTCGTTA
CAP21-F ACGCCGTGAAGGACGACTATTC
CAP21-R AGTAGGTGCCCTGGGTGTTGTA
RLPI-F CGTGTGCGACTGGTGGTTCAA
RLPI-R CCGTTGCCGTTCCTACCGTTAC
RLP2-F TCGTCCTCAGGCTAGGCCATCT
RLP2-R TCCGTCCGTCGCTGTTCTCTAC
CA2-F GAGCACACCGTGAATGGCAACA
CA2-R TCCTCCGAAGACAGTTCCAGCAT
CAI3-F ACGGCACCTACTGGACATACGG
CAI3-R GGCGGTAGTTCTCCACGAGTTCT
amyA-F CCAACTCAAGTGGCTGGTCAACT
amyA-R TGTCCTCGCTGGTTATCGTGGTT
B-Actin-F GCATCCACGAGACCACTTACA
B-Actin-R CTCCTGCTTGCTGATCCACATC
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Fig.4 The distribution trend of differentially expressed genes

between acute hypoxia stress treatment and control
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Fig.5 Enrichment analysis of differentially expressed genes
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