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Abstract: The purpose of this study was to compare the reactogenicity of different fragments of the p30 protein amino
acid sequence of African swine fever virus (ASFV) , and to explore the possible antigen-dominant fragments in the p30 pro-
tein amino acid sequence. In this study, the coding genes of different fragments of p30 amino acid sequence were inserted
into the expression plasmid pET32a by PCR and cloning techniques. After IPTG induction, Ni column purification and di-
alysis, 8101 aa fragment (P-1#), 58—101 aa fragment (P-2#), 101-158 aa fragment (P-3#) and 8-194 aa fragment

(P-4#) in the amino acid sequence of p30 protein were obtained. The reactogenicity of different fragments of p30 protein

amino acid sequence with p30 protein immunized rabbit
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ESTE . {5 F & R H (2022YFDIS00601 ) 5 [6% [1 4 B serum and ASFV positive pig serum was analyzed by
B4 (31941013 ) 5 1T A0 45 A L BHEE 1 3 B 7 3 4 enzyme linked immunosorbent assay ( ELISA). The results
W[ CX(21)3137) ] 464 & %R 5 %l v By oot | showed that the above fragments were induced and puri-

(21322401D) ; b RHE L30T ( SZ-LYG202109) fied. The expression forms were soluble expression (P-1#,
TEEBN AR (1983-) , 5B ALK E N, Wi+, BIFE 5, EZM P-3#) and inclusion body expression ( P-2#, P-4#).
23 Y A% G % By IR 2 W B R B 58, (Tel) 025- When each fragment was coated at 1. 0 mg/L, the p30 im-
84390988 ; ( E-mail) zhoujm075@ 163.com munized rabbit serum and the four fragments in the amino

BRMEE: 4 M, (E-mail) libinana@ 126.com acid sequence of p30 protein could react with each other.
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The reaction of ASFV-positive pig serum with P-4# and P-1# was better, with P-3# was moderate, and with P-2# was the

weakest. In summary, the differences in the reactogenicity of different fragments in the amino acid sequence of p30 protein

provide data for understanding the dominant fragments of p30 antigen, which will help the scientific screening of serological

diagnostic antigens of African swine fever.
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Table 1 Sequences of primers used for PCR amplification
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Fig.1 Identification of recombinant plasmids by digestion of
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Fig.2 Prokaryotic expression and identification of African swine fever virus p30 protein fragments
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Fig.3 SDS-PAGE analysis of the amino acid sequence of the

purified p30 recombinant protein
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Fig.4 Analysis of the reactogenicity of four p30 protein amino acid sequence fragments with serum by enzyme linked immunosorbent assay

(ELISA)
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