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Abstract: The aim of this study was to clone the

W7 B B8 :2023-08-25 protein coding sequence ( CDS) of sheep matrix Gla
T 55K 161X B ARRHEIE S T H (2021D01A59) protein (MGP) gene to prepare specific antibody and to
VEE A KRN (1997-) , 4, s B A Wi+, Bh3Rorss 2, iF detect the expression distribution of the gene in sheep o-
G B RAE B RS Z5, (E-mail) 1635907063 @ varian tissues. Total sheep follicle cDNA was used as the
qq.com template to amplify and obtain the full-length sequence of

BIRAEE : RIAT, (E-mail) victorwys@ hotmail.com the CDS region of sheep MGP gene. Peptide with a length
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of 15 amino acids from the C-terminal end of the sheep MGP protein was synthesized and was used to immunize mouse and
perpare antiserum. Expression levels of MGP in different tissues and follicles of varying sizes were analyzed by real-time flu-
orescence quantitative PCR (qPCR) and immunoblotting technology. Immunochistochemistry method was used to analyze the
expression and distribution characteristics of MGP in ovarian tissue. The results revealed that the overall fragment (467 bp)
of sheep MGP gene CDS region was obtained successfully, and the fragment encoded 103 amino acids, with a theoretical
relative molecular weight of 12 230.96 and an isoelectric point of 9.27. Sequence composed of 19 amino acids from the N-
terminal was predicted as the signal peptide sequence, and the mature peptide contained 84 amino acids, which was extra-
membranous domain protein without intracellular region. The total protein amino acid sequences of MGP shared similarities
with those of the homologous proteins from goats and cows of 100.0% and 99.0% respectively, and the similarity with hu-
man and mouse was 85.4%. The relative expression levels of MGP mRNA and protein were low in sheep tissues such as
heart, liver, spleen, lung and kidney, but were high in reproductive systems or tissues, such as ovary, fallopian tube and
uterus, and the relative expression level was also high in corpus luteum. The expression levels of MGP granulosa cells and
cumulus cells were high, whereas it didn’t expressed in atresia follicles. The study result can provide a basis for further in-

vestigation of the biological role of MGP in ovarian tissues.
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Table 1 Primer sequence information

ElR7E20N SIS (5 —3")

MGP-F AGACGGTGCAAGTGACCCAG
MGP-R CAGCCAGACAAGAACATTTAAGGA
MGP-rtF GATGGAGAGCGAAAGCCCAA
MGP-rtR GTCATCACAAGCTTCCCGGT
GAPDH-rtF CCGCATCCCTGAGACAAGAT
GAPDH-rtR ACGATGTCCACTTTGCCAGT

B2MgF CACAACCCAAGATAGTTAAGTGGG
B2MqR GGGCCCAAGGTAGAATTATAAAGAA
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AGACGGTGCAAGTGACCCAGAGACAC(@AAGAGCCTGCTCCTCCTCTCCATCCTGGCT
M KS LLUILULS T L A
61 GCCTTGGCCGTGGCAGCTCTGTGTTATGAATCTCATGAAAGCCTGGAATCCTATGAAATC
A L AV AALCYESHET ST LESYETI
121 AATCCCTTCATTAACAGGAGAAACGCTAACACCTTTATATCACCACAACAGAGATGGAGA
NP FINIZRIRNANTUT FTIZSUP®Q®QRWR
181 GCGAAAGCCCAAGAGAGAATCCGAGAACTCAACAAGCCTCAATATGAGCTCAACCGGGAA
A K AQ ERIURETLNI KZPAGQYETLNTRE
241 GCTTGTGATGACTTCAAACTTTGCGAACGCTATGCCATGGTGTATGGATACAATGCTGCC
A CDDU FI XKL CEU RYAMVYGYNAA
301 TACGACCGTTATTTCCGGCAGCGCCGAGGGGCCAAA@}ACTGGACAAAAGTCTCTTTC
Y DRYFR®QRRGAZK -
361 TTTCCAGAGCCTGGTGCCTGGTTTTGTATTCCCTTGCAGTAGCGT TACTGAACTATATAG
421 AAACATACGAATCGCTTAATTCTTCCTTAAATGTTCTTGICTGGCTG
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Fig.1 Cloning and analysis of sheep MGP gene sequence
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Fig.2 Preparation of MGP antibodies in sheep
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Fig.3 Tissue expression profile of MGP in sheep
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Fig.4 Immunohistochemical analysis of ovarian MGP in sheep
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