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Abstract: Nitrogen use efficiency (Nue) of rice directly affects rice yield and ecological environment. In the re-
search of rice nitrogen use-related genes, researchers cloned the genes by means of linkage mapping and association map-
ping, and analyzed the mechanism of rice nitrogen utilization, which provided genetic resources for rice nitrogen efficient u-
tilization breeding. This article summarized the research progress of rice nitrogen utilization related genes in recent years,
including QTL mapping and gene cloning of rice nitrogen utilization, cloning of rice nitrogen utilization related genes based
on whole genome association analysis, cloning of rice nitrogen utilization related genes using mutants, and cloning of rice

nitrogen utilization related genes using reverse genetics. At the same time, the future research in this field was prospected.

This paper provides a reference for the research of nitrogen
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