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Abstract:  The HIN2 subtype avian influenza virus ( AIV) evolved rapidly with enhanced infectivity, and the inac-
tivated vaccine prepared from the epidemic strain could not provide complete protective effect, which led to HON2 AIV epi-
demics occurring frequently. In order to develop a broad-spectrum protective vaccine against H9 AIV, the HA gene se-
quences of H9 AIV epidemic strains were analyzed by biological information technology, and HA gene sequence was ob-
tained. The HA gene was constructed into the baculovirus expression system, and the hemagglutination titer of rHA protein
was 1x2". The rHA showed good cross-reactivity with the positive sera of different branches of H9 ATV. Ten-day-old chick-
ens were immunized with THA protein. After 28 days of immunization, testing chickens were infected with 1x10° EID, of

H9 subtype AIV strain 115 and strain YZ, respectively.

W75 H BR . 2023-03-23 The protective efficacy of THA vaccine was obviously better

BESTE ITHE 2R [ EE 450 H [ CX(22)3031] than that of commercial vaccine group. The results suggest

VEBRN T (1982-) 40 IR TR B+, BBFsE 5, 18 that the broad-spectrum subunit vaccine against H9 sub-
NI B G s 2 K B A R FSE . (E-mail ) zhangx- type AIV has the potential to be developed as universal
uehual213@ 163.com vaccine that can protect against H9 AIV infection.
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Fig.1 Identification of the recombinant plasmid pFastBacl-HA
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Fig.3 Reaction of recombinant protein with positive sera of H9

subtypes avian influenza by Western blot
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Fig.4 Detection of hemagglutination activity of recombinant HA protein
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Fig.6 HI antibody in sera after immunization detected with different antigens
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Fig.7 Relative weight gain rate of chickens in different experimental groups after challenge
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Table 2 Results of immune protection against 115 strains after infection

a5 WSk HERE R (%) TR HERE AR (%)
3d 54d 74d 3d 54d 74d
rHA 25 20 20 0 0 0 0
TR ity T 2 100 20 0 20 0 0
I3 % e 4 100 100 0 100 100 0
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BUEE 3 d S RS HERE R 100% Mk s HE #5560
20% ; BUEE S d JEMESLHERE R Ry 40% , i i s A A
FNHERE, BAMEXS IR 3 d.5 d Ja e Sk HERE R
®3 BLYZERRERPER

Table 3 Results of immune protection against YZ strains after infection
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