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Abstract; Small brown planthopper (SBPH) Laodelphax striatellus, the tinny sap-sucking insects, is one of the
most destructive herbivores damaging rice in China. During the feeding process, gel saliva secreted by SBPHs can form the

salivary sheath to protect stylet and help feeding. Some protein effectors in the salivary sheath play important roles in regula-

ting plant immunity. Here, we observed the morphology of
7S B #9:2022-09-26 SBPH  salivary sheaths under scanning electron
ESTIE . [MFARA AT U H (31871965) ;U E” H% microscope : most salivary sheaths were dendritic and had
A FETRITE ( 2021YFD1401100) 5 7T.35 45 e lb B4 smooth bead structures in the surface. The salivary sheaths
3 01T R4 H [ €X(22)3018] of SBPH nymphs were collected using double membrane
TEEB N R EEF(1993-) 5, B A, W+, BhERWEIT 5, 25 device. After the liquid chromatography-tandem mass spec-
MY 5 E R EAEDISE, (E-mail) 470724564@ qq. com,, trometer ( LC-MS/MS) analysis, 42 proteins were finally i-

G F R S — 1R dentified in the salivary sheaths, and among them, 19 pro-
BIFEE 2L B, (E-mail) jini@ jaas.ac.on; T4k, (E-mail) fangje teins with two or more unique peptides were detected. U-

@ jaas.ac.cn sing quantitative polymerase chain reaction, we analyzed
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the expression patterns of genes encoding these 19 proteins in different tissues of SBPH, and found eight genes with dramat-

ically higher expression levels in the salivary gland, suggesting their importance in the formation of salivary sheaths and in-

teraction of insect and plant. These results lay a solid foundation for studying the function of SBPH salivary sheath, revea-

ling the detailed mechanism of SBPH-rice interaction, and developing green pest management strategies.
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Fig.1 Morphological observation of small brown planthopper

salivary sheath under scanning electron microscope
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Table 1 Protein components of small brown planthopper salivary

sheath
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Fig.3 Expression pattern of salivary sheath genes in different tissues of small brown planthopper
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F2 IRCEERMEETEE PCR QNG
Table 2 Primers used for qPCR detection of salivary sheath genes

in small brown planthopper
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. CGACACTCCGAATCCTCTGT
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