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Abstract: To establish a method for the simultaneous detection of the novel goose astrovirus (nGoAstV ) and the va-
riant of goose astrovirus (vGoAstV ), two pairs of specific primers were designed and synthesized according to the con-

served sequence of the nGoAstV ORF2 gene and the vGoAstV ORFla gene. By optimizing the reaction system and condi-

tions, a one-step duplex RT-PCR method was established
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Moreover, the amplification results of Tembusu virus (TMUV) , goose parvovirus (GPV) , goose paramyxovirus (GPMV) ,

HON2 subtype avian influenza virus (AIV) , Escherichia coli and Salmonella were negative, indicating that this method had

good specificity. The minimum detection amount of recombinant plasmids of nGoAstV and vGoAstV was 1.71x10° copies per

microliter and 1.70x10° copies per microliter respectively, indicating that the method had good sensitivity and repeatability.

The 124 clinical cloacal swabs samples collected from gosling were detected by the established one-step duplex RT-PCR

method. The positive rates of nGoAstV and vGoAstV were 45. 16% and 28. 23%, respectively, and the rate of two kinds of

goose astrovirus co-infection was 11.29%. The coincidence rate between this method and the single RT-PCR method was

100. 00%. The one-step duplex RT-PCR method established in this study is rapid, simple, sensitive and specific, which

can be used for clinical differential diagnosis of nGoAstV and vGoAstV. It is of great significance for epidemiological investi-

gation, effective prevention and control, and the pathogenicity study of co-infection of two kinds of goose astroviruses.
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Fig.1 The single RT-PCR amplification of novel goose astro-

virus and variant of goose astrovirus
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Fig.3 The one-step duplex RT-PCR amplification of novel

goose astrovirus and variant of goose astrovirus
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Fig.4 Optimization of primer dosage for the one-step duplex
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Fig.6 Specificity test of the one-step duplex RT-PCR detection

method
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Fig.7 Sensitivity test of the one-step duplex RT-PCR detection
method
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Fig.8 Repeatability test of the one-step duplex RT-PCR detec-

tion method
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