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Research progress on plant NLP transcription factors
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Abstract: Transcription factor NLP ( NIN-like protein) is a plant-specific transcription factor identified in recent
years, which has multiple functions in regulating nutrient uptake, growth and development, as well as response to external
environmental stresses of plants. In this review, we summarized the latest research achievements on plant NLP family, in-
cluding research progresses on the structure and classification, regulation of nitrogen and phosphorus nutrients signal path-
ways, participation in plant growth and development, and stress response in recent years. Meanwhile, possible hot research
topics and fields of NLP were proposed, which may provide reference for further researches.
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