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Abstract: SREBPI is an important nuclear transcription factor, which is involved in regulating the synthesis and
metabolism of cholesterol and fatty acids and other biological functions. The purpose of this study is to understand the possi-
ble biological functions of SREBPI gene in Hu sheep based on its coding sequence, tissue expression profile and location in
ovary. In this study, the coding region of SREBPI gene in Hu sheep ovarian tissue was cloned and sequenced by RT-PCR.
Bioinformatics software was used for splicing, homologous alignment and functional prediction analysis. The expression pat-
tern in Hu sheep tissue was detected by real-time PCR, and its localization in ovarian tissue was identified by immunohisto-
chemistry. The results showed that SREBPI gene had two kinds of spliceosomes in Hu sheep ovary, and the length of corre-
sponding coding regions was 3 369 bp and 3 441 bp, and encoding 1 122 and 1 146 amino acid residues, respectively.

SREBP1 was relatively conserved in mammals and

7S B 7 .2021-11-25 contained the classical bHLH-Zip domain. In addition it
BESTIE LA bR B EOIE 4T H [ CX(20)3013]; H% could regulate the expression of target genes by identifying
A SRFLE 430 H (31902155) E-boxes or sterol regulatory elements. The results of tissue
TEBE N .2 $(1997-) , 20, WAL ZE R Bl H BP9, RN H expression profile analysis showed that SREBP1 was widely
W TEW2EFSE . (E-mail ) 1f15205159110@ 163.com expressed in Hu sheep, suggesting that SREBPI gene may

BIAEE . W%, (E-mail) sxcao@ jaas.ac.cn be involved in regulating a variety of biological processes
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in Hu sheep. The results of immunohistochemical staining showed that SREBP1 gene was expressed in both antral follicles

and preantral follicles of Hu sheep ovary, mainly located in granulosa cells, theca cells and luteal cells, suggesting that

SREBP1 may play an important role in the reproductive regulation of Hu sheep. These results provide a basis for further

study on the function of SREBP1 gene in Hu sheep.
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Table 1 Primer sequences, PCR reaction parameters and usage
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R:CCACCTTCTATGTCGGTCAGCA

P6 F:ATCACCATCGGCAATGAG
R:CCGTGTTGGCGTAGAGGT 151 B-actin Real-time PCR
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Fig.1 Segmented amplification electrophoresis of SREBPI gene CDS in Hu sheep by PCR
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pro-rich

PIVGYPSPPGGFSTGTPPGSSSQPLAGPPLASLPGVPPVSLHSQVQSAAPQQLLTATATPTVAPGATAVTSQIQQVPVLL
PIVGYPSPPGGFSTGTPPGSSSQPLAGPPLASLPGVPPVSLHSQVQSAAPQQLLTATATPTVAPGATAVTSQIQQVPVLL

QPHFIKADSLLLTTMKTDVGAPLKAAGIRSLGPGTAMQAAPLQTLVSGGAILATVPLVVDTDKLPINRLAGGKAPGSAQS
QPHFTKADSLLLTTMKTDVGAPLKAAGIRSLGPGTAMQAAPLQTLVSGGATILATVPLVVDTDKLPINRLAGGKAPGSAQS

RGEKRTAHNATEKRYRSSINDKIVELKDLVVGTEAKLNKSAVLRKAIDYIRFLQHSNQKLKQENLSLRTAVHKSKSLKDL
RGEKRTAHNATEKRYRSSINDKIVELKDLVVGTEAKLNKSAVLRKAIDYIRFLQHSNQKLKQENLSLRTAVHKSKSLKDL

bHLH

VSACGSGGSTDVPMEGMKPEVVDTLSPPPSDAGSPSQSSPLSLGSRGSSSGGSGSDSEPDSPVFEDGQVNPELLPAPHSQ
VSACGSGGSTDVPMEGMKPEVVDTLSPPPSDAGSPSQSSPLSLGSRGSSSGGSGSDSEPDSPVFEDGQVNPELLPAPHSQ

GMLDRSRLALCALVFLCLSCNPLASLLGSRGPAGPSDTTSINHRPGRSMLGAEGRDGPGWAPWLLPPLVWLMNGLLVLFS
GMLDRSRLALCALVFLCLSCNPLASLLGSRGPAGPSDTTSINHRPGRSMLGAEGRDGPGWAPWLLPPLVWLMNGLLVLES

LALLFVYGEPVTRPHSRPAVHFWRHRKQADLDLARGDFAQAAQQLWLALRALGRPLPTPHLDLACSLLWSLIRHLLQRLW
LALLFVYGEPVTRPHSRPAVHFWRHRKQADLDLARGDFAQAAQQLWLALRALGRPLPTPHLDLACSLLWSLIRHLLQRLW

VGRWLAGWAGGLRRDRALQADARTSARDAALVYHKLHQLHTMGKYSGGHLAAANLALSALNLAECAGDAVSVATLAEIYV
VGRWLAGWAGGLRRDRALQADARTSARDAALVYHKLHQLHTMGKYSGGHLAAANLALSALNLAECAGDAVSVATLAEIYV

AAALRVKASLPRALHFLTRFFLSSARQACLAQSGSVPLAMQWLCHPVGHRFFVDGNWALCSAPRDSLYRVAGNPVDPLAQ
AAALRVKASLPRALHFLTRFFLSSARQACLAQSGSVPLAMQWLCHPVGHRFFVDGNWALCSAPRDSLYRVAGNPVDPLAQ

VTQLFREHLLERALNCVAQPSPSPGSAEGDKEFSDALGYLQLLNSCSDMAGAPACSFSISSSMAATPGTDPVAKWWASLT
VITQLFREHLLERALNCVAQPSPSPGSAEGDKEFSDALGYLQLLNSCSDMAGAPACSFSISSSMAATPGTDPVAKWWASLT

AVVTHWLRRDEEAAERLYPLVEHLPRALQESEKPLPRAALHSFKAARATLGRGKAESGPASLVMCEKASGYLQDSLATTP
AVVTHWLRRDEEAAERLYPLVEHLPRALQESEKPLPRAALHSFKAARATLGRGKAESGPASLVMCEKASGYLQDSLATTP

ADSSIDKAMQLLLCDLLLVARTSLWQQQKLPAPTQASQGPGGGAQASALELRGFQRDLSGLRRLAQNVRPAMRRVFLHEA
ADSSTDKAMQLLLCDLLLVARTSLWQQQKLPAPTQASQGPGGGAQASALELRGFQRDLSGLRRLAQNVRPAMRRVFLHEA

TARLMAGASPARTHQLLDRSLRRRVGPCKGGAAVELESRPTRREQAEALLLASCYLPPGFLSAPGQRVGMLAEAARTLEK
TARLMAGASPARTHQLLDRSLRRRVGPCKGGAAVELESRPTRREQAEALLLASCYLPPGFLSAPGQRVGMLAEAARTLEK

IGDRRLLHDCQQMLMRLGGGTTVTSS 1122
IGDRRLLHDCQQMLMRLGGGTTVTSS 1 146

BA SR R IR A X, WS4k R bHLH Z5 438k,
B 2 SREBPI EFE%&BM 2 M EARIEEFTILLxT

Fig.2 Alignment of amino acid sequences of two proteins encoded by SREBPI gene in Hu sheep
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Fig.3 Amino acid sequence alignment between SREBP1L, SREBP1S of Hu sheep and SREBP1A, SREBP1C of human and mouse
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Fig.4 Amino acid composition of two proteins encoded by SREBPI gene in Hu sheep
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Fig.5 Expression of SREBPI gene in different tissues of Hu
sheep
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