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Role of integrin avf1 for porcine epidemic diarrhea virus ( PEDV) infec-

tion in Vero cells
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Abstract ;

In this study, we detected the viral load and protein expression of porcine epidemic diarrhea virus

(PEDV) after overexpression and inhibition of integrin avB1 on the surface of Vero cells, and then cleared the role of inte-
grin avB1 in the PEDV infection process. The results showed that the viral load and protein expression were significantly in-
creased in the Vero cells which overexpressed integrin avB1, and the viral load and protein expression were significantly re-
duced in the Vero cells with silent integrin avB1 gene. Integrin avB1 promotes PEDV to infect Vero cells.
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Table 1 Reagents mainly used in the experiment
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Table 2 Sequence of the siRNA interference

75 2 FFHI(5—3")

siRNA 1 GCUCAAGCCAGAGGAUAUUTT
siRNA 2 CCAAGUGUCAUGAAGGAAATT
siRNA 3 GCAACGGACAGAUCUGUAATT
siRNA A CCCUCUGACAUUGAUUGUUTT
siRNA B GCAACAGGCAAUAGAGAUUTT
siRNA C GCGAUCAGAUGGCUGCAUATT
siRNA NC UUCUCCGAACGUGUCACGUTT
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Table 3 Primers used in qRT-PCR
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BI-F GCGAAGCCAGCAACGGACAG

BI-R CAAGGCAGGTCTGACACATCTCAC
aw-F TTAGCAACTCGGACTGCACAA

av-R TGCTGCTCTTGGAACTCCTG
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Fig.1 The qRT-PCR results of integrin avf1 in Vero cells after

transfection
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Fig.2 The protein level of integrin avB1 in Vero cells after

transfection
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Fig.3 The mRNA level of ORF3 gene of porcine epidemic diar-
rhea virus (PEDV) in Vero cells at 24 h and 48 h after

infection
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Fig.4 The western blot results of protein N of PEDV in Vero
cells at 24 h and 48 h after infection
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Fig.5 The qRT-PCR results of integrin v and integrin 81 af-

ter siRNA interference
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after siRNA interference
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PEDV ORF3 after siRNA interference
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Fig.8 The western blot results of integrin av, integrin 1 and PEDV N protein after siRNA interference
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