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Advances in biosynthesis and regulation mechanism of anthocyanins in
fruit trees
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Abstract: Anthocyanin is a polyphenolic water-soluble pigment. The biosynthesis of anthocyanins is not only catalyzed by
a variety of enzymes, but also regulated by external environmental factors, endogenous hormones and transcription factors. Stud-
ying the biosynthesis and regulation mechanism of anthocyanins in fruit trees is helpful to further explore the coloring mechanism
of leaves, flowers and fruits under natural and stress conditions, clarify the interaction between transcription factors and structural

genes, and help people make the most of anthocyanins in breeding and production to improve the stress resistance and product

value of fruit trees. This paper reviews the biosynthesis and regulation mechanism of anthocyanins in fruit trees.
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Fig.1 Synthetic pathway of anthocyanins [%1]
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