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Abstract: Galactinol synthase ( GolS) is the key enzyme in the biosynthetic pathway of raffinose family oligosaccha-
rides (RFOs), which plays an important role in the response to abiotic stresses of plants. The results of real-time fluores-
cence quantitative RT-PCR showed that the expression of GmGolS2-1 could be induced by high temperature stress in soy-

bean seedlings. The GmGolS2-1 gene was constructed into expression vector pRI101 in plants and was transformed into to-

bacco using leaf disc method. Six positive transgenic
4% H #A : 2020-06-29 tobacco plants (OE1-OE6) were obtained by kanamycin
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resistance screening, PCR and qRT-PCR. The wild-type
and GmGolS2-1 transgenic tobacco plants were treated with
heat stress. The results showed that the electrolyte leakage

and malondialdehyde content of wild-type tobacco were

5 H ( YJSCX2019050) both higher than that of transgenic tobacco. These data in-
B/ 96(1995-) % IR FT AL B L0Fsek, B8N dicate that GmGolS2-1 can increase the tolerance to heat
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Fig.1 Relative expression of GmGolS2-1 in soybean seedlings

under heat stress
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Fig. 2  Construction of plant expression vector of pRI101-
GmGolS2-1 and Agrobacterium tumefaciens transfor-

mation
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Fig.3 Screening of GmGolS2-1 transgenic tobacco
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Fig.4 PCR detection of GmGolS2-1 transgenic tobacco (A) and the expression levels of GmGolS2-1 in transgenic tobacco (B)
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