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Antigen presentation effect and differentiation of murine dendritic cells
stimulated by Brucella BP26 protein
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(1. College of Veterinary Medicine, Gansu Agricultural University, Lanzhou 730070, China; 2.State Key Laboratory of Veterinary Etiological Biology/
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Abstract: In this study, the pET-30a-BP26 was constructed and transfered into Escherichia coli to obtain recombi-
nant protein BP26 of Brucella. In addition, the effects of recombinant protein on differentiation and antigen presentation of
murine dendritic cells were studied. The Brucella BP26 protein specific primers were designed to amplify this target gene by
PCR, then the gene was digested and linked to pET-30a vector. The pET-30a-BP26 was transformed into competent cell
BL21, and the recombinant protein BP26 was dotained. The protein expression and reactogenicity were identified by SDS-
PAGE and Western-blot. The bone marrow-derived dendritic cells(BM-DCs) were stimulated by recombinant protein. The
differentiation of BM-DCs was observed, and the phenotype was analyzed by flow cytometry. The recombinant protein BP26
was successfully obtained. The results of SDS-PAGE and

W75 B 8 :2020-01-02 Western-blot showed that BP26 had high solubility and
BETHE . HE TS5 H (2018 YFD0500900) good reactogenicity. The results of flow cytometry showed
EBEN R 8(1995-) 3 LR I, F-ERFSEAE  BFSE 77 1 30 that BP26 could simulate the differentiation, maturity and
WG 50 R T2, (Tel) 13897457409; ( E-mail ) antigen presentation of BM-DCs.
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