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Abstract: In order to rapidly detect the goose astrovirus ( GAstV), the SYBR Green I fluorescence quantitative RT-
PCR method was established. Firstly, a pair of specific primers was designed based on the ORF2 gene sequence of the GAstV
in GenBank. Secondly, the recombinant plasmid pMD19-T-GAstV was constructed and used as a standard template to generate
the standard curve. The reaction conditions and reaction system were optimized, the specificity, sensitivity and reproducibility
of the assay were tested. Moreover, the established assay was used in clinical samples detection. The results showed that the
detection results of fowl adenovirus serotype 4 (FAdV-4), infectious laryngotracheitis virus (ILTV), avian leukosis virus
(ALV), chicken infectious anemia virus( CIAV) and other common avian pathogens were negative except the GAstV. It indi-

cated that the assay had good specificity. The lowest template content detected by fluorescence quantitative RT-PCR assay was

3.75x10" copies per milliliter. The variation coefficients in
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the repeatability test were less than 1%. Thirty-two clinical

samples from Anhui province were tested using this assay.
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GAstV in clinical samples.
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Fig.2 Standard curve(A) and melting curve(B) of the SYBR Green I fluorescence quantitative RT-PCR
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Fig.3 Specificity analysis of the SYBR Green I fluorescence
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Fig.4 Sensitivity test results of the SYBR Green I fluorescence
quantitative RT-PCR

26 EEHIABRER

F A5 8 57 1 7 iR 04T B A M0, 45 51
BN IZO7 R B AL N VAL R AR S R BN T 1.0%
(1), RHARWFTET MPOEE 2 RT-PCR ik
AR EEE,

&1 SYBR Green I 3{3tEE RT-PCR EEHIXBER
Table 1 Repeatability test results of the SYBR Green I fluorescence
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21 [1] HHN
Bk B g ) e
(LEVED sy pppee 2B FHB WELE R
(%) (%)

3.75%10? 12.93 0.03 0.24 12.97 0.13  0.99
3.75x10° 17.35 0.07 0.40 17.35 0.09  0.49

3.75x108 24.36 0.13 0.54 24.39 0.15  0.63
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