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Physicochemical properties and characteristic analysis of secretory proteins
in walnut bacterial black spot pathogen
ZHU You-peng, HAN Chang-zhi, XIONG Zhi

(College of Biodiversity Conservation and Utilization, Southwest Foresiry University/The Key Laboratory of Forest Disaster Warning and Control of Yunnan
Province, Kunming 650224, China)

Abstract: The bacterial black spot disease seriously affects the yield and quality of walnut, and it is one of the more

serious diseases in the production process of walnut. Secreted proteins from plant pathogenic fungi, bacteria and oomycetes

play important roles in their pathogenesis. In this study,
4% H #A:2018-07-06

ELTH: oA mREBROESER (EYE) #2EuH
(50097505) ; F 5 B 2= A 4 00 B [ 34214 (2017) 5086 5,
201708535056 ]; = ®§ & #F & & $¢ & A #h By 5l H
(2016YB462 ,2017YB236)

based on the secreted protein sequences of seven strains of
black spot bacteria such as CFBP2528, CFBP7179,
CFBP8253, DW3F3, J303, NCPPB1447 and Xaj417, the
protein databases, PHD, Protscale, TargetP 1.1 Server,

FEE B+ B0 A0 (1996-) |5 . 25 Fi M A - BF 5 A RS 07 1A« SMART were used to predict the physicochemical proper-
PR A E W BIG 5 A F AW, (Tel) ties, secondary structure, hydrophobicity, transit peptides
18208874207 ; ( E-mail ) 3420204485@ qq.com and conserved domains, and clarify the characteristics of
WBIFEE . 3K 5K, (Tel) 15877923075 ; ( E-mail ) hanchangzhi2010 @ secreted proteins in the bacterial black spot pathogen of

163.com walnut. The results showed that the theoretical isoelectric
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point of 520 secreted proteins from seven strains was concentrated at 6. 01-7. 00, and the protein accounted for 26. 92%. The

instability coefficient was concentrated at 20. 01-40. 00, and the protein accounted for 63.65%. The proportion of proteins

with hydrophilic value less than 0 was 76. 51%. The most hydrophilic amino acid residue was D, accounting for 13. 64% , the

most hydrophobic amino acid residue was L, accounting for 29. 58%. The secreted proteins all contained secondary structures

such as random coil, alpha helix, beta strand, TM (transmembrane helix) , accounting for 27.56% , 27.17%, 26.45% and

1.03%, respectively. The transit peptides were concentrated in the secretory pathway, accounting for 95.38%. On average,

16 secreted proteins of each strain had conserved domains, accounting for 21. 35%. The above results lay a foundation for fur-

ther analysis of the functional redundancy and diversity of secreted proteins in the bacterial black spot pathogen of walnut.

Key words :

analysis
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