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Establishment and application of RT-PCR methods for identifying porcine
reproductive and respiratory syndrome virus ( PRRSYV ) NADC30-like
strain and HP-PRRSYV strain
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Abstract: The porcine reproductive and respiratory syndrome virus( PRRSV) is a RNA virus that can cause a large
area of respiratory diseases and spread rapidly, resulting in a large number of abortions and piglet deaths in sows. Its char-
acteristics include rapid variation and recombination between strains. Therefore, the rapid detection and identification of
pathogens is very important for the prevention and control of the disease. To establish a RT-PCR detection method for distin-
guishing the PRRSV NADC30-like strain from HP-PRRSV strain, the conserved sequence was selected and a pair of detec-

tion primers were designed based on the comparison of the
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hypervariable regions of the nsp2 gene. The amplified
fragments of the NADC30-like strain and HP-PRRSV

WAL e 08 L4 T2 22 BF 58, (E-mail ) 601473235 @ conditions, a RT-PCR detection method using a pair of
qq.com primers to distinguish NADC30-like strain and the HP-
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lished in this experiment, 46 cases of suspected PRRSV infections collected from many areas in Sichuan from December
2017 to February 2018 were tested. The detection rate of NADC30-like was 32.6% , which was higher than that of HP-
PRRSV strain( 10. 9% ). In conclusion, these results provide a method for rapid differential diagnosis of NADC30-like and

HP-PRRSV strains and have great significance.
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Fig.1 Optimization of the RT-PCR primer
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Fig.2 Optimization of annealing temperature of the RT-PCR
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Fig.3 Specificity test of the RT-PCR
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Fig.4 Sensitivity test of the RT-PCR
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