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Abstract

tomatoes. Breeding tomato varieties with high glossiness has become one of the main purposes of breeders. The previous re-

With the improvement of people’ s living standard, consumers are increasingly demanding the quality of

searches concerning fruits glossiness mainly in the aspect of identification method, gene mapping and the relationship be-

tween glossiness and cuticle were revieved in this paper in order to provide a reference for the establishment of molecular
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marker assisted breeding system on tomato high-glossiness and genetic mechanism of the fruit glossiness formation.
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