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Multiplex PCR identification of pseudorabies vaccine strains and wild
viruses
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Abstract: In order to establish a diagnostic method for rapid identification of swine pseudorabies virus (PRV) wild
virus infection and vaccine strains, this study was developed based on the whole gene sequence of PRV and the characteris-
tics of gene deletion sites of SA215 and Bartha-K61 vaccine strains. On the basis of single detection of vaccine virus and
wild virus, primers designed for the three genes of gE, gB and TK were used to establish a multiplex PCR assay for the
simultaneous detection of wild virus infections and vaccine strains in pigs. The infection of wild-type virus, vaccine strains
SA215 and Bartha-K61 were distinguished by the PCR assay once and there was no cross reaction with porcine circovirus
type 2(PCV-2) , porcine parvovirus( PPV) , porcine reproductive and respiratory syndrome virus( PRRSV) and classical
swine fever virus( CSFV). Several experiments have proved that the method is simple, reliable and highly sensitive. Tt can
be used in scientific research, clinical diagnosis and other aspects.
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1.2 Apa5ikF

Vero 2 it W H 2730 3L 7 97 £ 6k o0 . HS Taq
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er I E T REFE A TERARAH
1.3 gE . gB #1 TK EEZEBFE I D

SZHSCER[ 1] [ 121 TR 51 1T g gB
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IYEINR g Y BT IR T 51 5 1 N B R R A TR
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) , 2 MR 5 R EMETE 96. 6% & 100. 0% 22 1], 5 [F
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Table 1 Sequence of primers
R GBS BEFS (5 —3") I EE (bp)
gE gh-F CATGGTGCTGGGGCCCACGATCGTC 0( Bartha-K61 £§) \0(SA215 ¥k) 531 (FFiHE)
gE-R CGTTGAGGTCGCCGTCGAGGTCAT
2B gB-F CCGTCCTCCTTGAGCGYCTTC 264 (Bartha-K61 Fk) 264 (SA215 k) 264 (B ##k)
gB-R CGGCATCGCCAACTTCTTCC
TK TK-F CGCACACGCACTGCCGGAT 710( Bartha-K61 #%) .432( SA215 #%) \710( ¥ #Hk)

TK-R GCCTTCGCGACGCCGTACCTG
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THBI 4 0.75 pl .20 pmol/L gE b F 514
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M1 2 3 M

1 000 bp
700 bp
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Fig.1  Multiplex PCR identification of pseudorabies virus

(PRYV) vaccine strains and wild viruses
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8§ 9 1011121314 M
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PR 2 2 W bk SA215;56 . PRV JE K e 2 11 A% Bartha-K61;7 : PRV 28 58k (2014 4743 B3 Y XJ k) 58 : PRV £ 8Lbk (Fa %) ;9. PRV B HF4k (YA
B) 510 PRV ZE 54k (MS #%) 5 11: PRV 8558k (JJ #%) 5 12: PRV 28 5Bk (2014 453 B 1Y XT A% ) 5 13: PRV BE R Bl 2 22 5 Bk Bartha-K61; 14

PRV LRI BE Hi bR SA215,

B2 EHERFEZEPCRENF ENHERE

Fig.2 Specificity of the method for identification of swine pseudorabies virus by multiplex PCR
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