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Abstract: In order to reveal the whole gene structure and haplotype of o-momorcharin, 35 primary core germplasm of
bitter gourd were used as materials, and the a-momorcharin gene was cloned. The results showed that a-momorcharin gene
was 993 bp in length, including 60 bp 5'-UTR, 72 bp 3'-UTR, and 861 bp ORF, with no intron, encoding 286 amino acids.
a-momorcharin protein contained a conserved domain of RIP protein. Phylogenetic analysis showed that in addition to
P16094.2, the relationship between a-momorcharin and 3MRW_A of Momordica balsamina was closest, but the relationship
between than a-momorcharin and MAP30 was far. Five SNP loci were found by comparing the a-momorcharin gene sequences
of 35 bitter gourd germplasm. All of the five SNP loci were located in the coding region. Five haplotypes were found through

SNP grouping in 35 bitter gourd germplasm. One amino acid mutation was found according to comparing the amino acid se-

quences encoded by the five haplotypes, which was
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Table 1 The primer sequence used for amplifying a-momorcharin
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Fig.1 The structure of @-momorcharin gene
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Fig.2 Phylogenetic relationship among @-momorcharin (Y5) and RIP proteins from other plants
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Fig.4 The protein sequence of a-momorcharin with different haplotypes
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