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Abstract: Viperin is a kind of host cellular protein induced by type I and type Il interferon, which is found in a
wide range of organisms, and is highly conserved in evolution. In this research, we had cloned a full-length open reading
frame (ORF) of duck viperin gene from peripheral blood mononuclear cells using RT-PCR. The viperin gene was successful-
ly subcloned into eukaryotic expression vector pEGFP-N1-viperin and transfected into DF-1 cells. After challenged with duck
Tembusu virus, the virus replication was analyzed between pEGFP-N1-viperin transfection group and empty vector transfec-
tion group. The results showed that duck viperin gene was amplified and containing 1 092 bp. Transfection results showed

that eukaryotic expression vector pEGFP-N1-viperin was successfully expressed in DF-1 cells. Viperin was able to limit the

infection of duck Tembusu virus and the virus infection was
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JEE JS804 Hk , X DF-1 4 i A7 8% Y | 30 A 75 s 75
WFF AL 1 h J5, BEERA R, PBS VR 1 1K, [F)
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YR .5 -AATGAGCAGGCACTGGAACAC-3' . ## 1
SYBR Green —# 7 5%E & PCR 5 & Ul H 45, ¥ ik
BRUFHY cDNA AE R B AR , e JRAN R 4 R A
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30 5,40 MEFR, BN 3 ANEE,

2 R 55

2.1 BS viperin EE R EIES F 55317

FIHAFRSFHES 19 VE R VR, LIRS A1 JE] 1 36k E4 20
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Fig.1 Amplification of duck viperin gene
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Fig.2 Phylogenetic tree based on viperin gene
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Fig.3 Hydrophobicity analysis of duck Viperin protein

2.2 EARK# pEGFP-Nl-viperin HItE

FIH Eco R T B Sal 1 RG] pMD18-T-vi-
perin JEURL , [A] I FHIX 2 Fil XU U] pEGFP-N1 244
W ISy B PRl B AR B0 e e A ) A U
Ki, A PR N U Eco R OT R Sal 1T Xt
pEGFP-N1-viperin it 17 UG U % 5 , 7T LA A i 1

2000
1 000
o L

-1 000

-2.000

-3000

-4000

-5000

1 1 1 1 1 1 1 |
-60000 50 100 150 200 250 300 350 40

BRI

— i—>0; — o0—i

sHH

i—o 7N T A 2 (1 6 20 LRSS Py P9 30 40 5 0o—i 287 T A 2 1
TEA MR R AR EI P
Bl 4 #5 Viperin BB ZRKEM S

Fig.4 Secondary structure analysis of duck Viperin protein
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Fig.5 Identification of recombinant plasmid pEGFP-N1-viperin

by enzyme digestion
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Fig.6 The expression of pEGFP-N1-viperin plasmid in DF-1

cells
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Fig.7 The impact of duck Viperin on duck Tembusu virus pro-
liferation by Real-time PCR
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