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Abstract: A SYBR Green II fluorescence quantitative PCR (qPCR) method was established to improve the detec-

tion rate of transmissible gastroenteritis virus (TGEV) in colostrum, and to avoid the damage to primary piglets by toxic co-

lostrum. According to the N gene sequence of TGEV

Y78 B #9:2017-06-08
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published in GenBank, the conservative area was selected

AU E R R (2015BAD12B04-2.3) to design a pair of specific primers, and the amplified N
VEE A . JEAGHE( 1994-) 4 T RFFE A Wi EF5EA: , 2 i3 gene fragment was 174 bp. A recombinant plasmid contai-
WHEY SRR AN FHE Y2598 . (E-mail ) gsymanas@ 163. ning N gene fragment was used as template to establish a
com qPCR method for the specific detection of TGEV. The

BIEE R, (E-mail) abiexaw@ 126.com qPCR method was used to detect 130 samples of sow colos-
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trum collected from October 2016 to April 2017 in some parts of Sichuan province ( diarrhea pig farm) . The results showed

that 13 of the 130 samples were positive for TGEV by qPCR, and only five samples of TGEV were detected by common

PCR. This indicated that gPCR method was more sensitive than the common PCR method, and the qPCR method was more

suitable for colostrum testing.
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Fig.1 Amplification of target fragments of recombinant plas-

mids containing TGEV N gene fragment by PCR
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Fig.3 Sensitivity of TGEV detection by qPCR method
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Table 1 Intra-batch coefficient variant (CV) of the qPCR assay

PERHEAT 3 YOl ST (4 qPCR A, 48 Sy 2 ) o 4
W, EETHRAR R R (R 1 R 2) R AN
SRBUNT 1.0% , A2 5 ZEB/NT 1.5%, R W
JITEEST 1Y qPCR Kzl i AT RAF B S 1

Btz G . ZRETES
(1 pl3E0ED T L2 3 T4 (%)
1x108 10.52 10.68 10.55 10.58 0.07 0.66
1x107 14.33 14.57 14.48 14.46 0.10 0.68
1x10° 18.01 18.22 18.31 18.18 0.13 0.69
1x10° 21.27 21.33 21.41 21.34 0.06 0.27
1x10* 25.89 25.76 25.69 25.78 0.08 0.32
1x103 27.22 27.25 27.23 27.23 0.01 0.05
1x10? 30.44 30.52 30.37 30.44 0.06 0.20
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Table 2 Inter-batch coefficient variant (CV) of the qPCR assay

B 12 G gt ZIETES
(1 I #0120 w1 W2 W3 T (%)
1x10? 10.44 10.58 10.56 10.54 0.06 0.62
1x107 14.86 15.16 15.28 15.09 0.18 1.17
1x10° 18.03 18.76 18.46 18.42 0.30 0.99
1x10° 21.61 21.64 21.58 21.61 0.02 0.11
1x10* 25.01 25.18 25.11 25.10 0.07 0.28
1x10° 27.87 27.99 28.05 27.97 0.07 0.27
1x10? 30.41 31.09 30.98 30.83 0.30 0.97
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