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A rapid and efficient approach to screening transformed plants of Brassica
napus
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Abstract: In order to rapidly and efficiently screen the transformed plants of Brassica napus, Agrobacterium tumefa-
ciens-mediated transgenic technique was used to transform the activated marker vector containing GFP ( green fluorescent
protein) into B. napus. Three-milimeter embryos grew from T, generation seeds, and the transgenic plants were obtained by
direct observation of green fluorescence. PCR confirmed the positive rate of transgenic plants was 75.37%. The screening
method has the advantages of short time, high efficiency and easy operation, and is suitable for the screening of transformed

plants of B. napus.
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