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Abstract ;

To identify new bio-control agents against Alternaria solant, 221 strains of actinomyces from different me-

dicinal plants were screened by plate confrontation method and growth rate method. The active strains were identified ac-

cording to the physiological, cultural and morphological characteristics and 16S rRNA gene sequence analysis. There were 3

strains with inhibition rate against A. solani more than 75% , among which strain 3150 was identified as Streptomyces anula-

tus, strain 3679 was identified as S. hydrogenans, and strain 4536 was identified as the genus Streptomyces. Thin layer chro-

matography showed that strain 3679 was rich in metabolites and high in resolution. The compounds with bio-control effect

was expected after further separation.
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Fig.1 Inhibition of fermentation broth of strains 3150, 3679, 4536 against Alternaria solani
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Fig.2 TLC of ethyl acetate extracts and acetone extracts of fer-

mentation products of antagonistic actinomycetes
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Fig.3 Morphological characteristics of actinomycete strains 3150, 3679, and 4536 under scanning electron microscope
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Table 1 Cultural characteristics of actinomycete strains 3150, 3679, and 4536
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Table 2 Physiological and biochemical properties of actinomycete strains 3150, 3679, and 4536
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Fig.4 Phylogenetic tree of actinomycete strains 3150, 3679 and 4536 based on the 16S rRNA
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