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Progress in novel pseudorabies virus variants prevalent in China
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Abstract: Attenuated live PRV vaccines have contributed effectively to the control of pseudorabies virus ( PRV)
during the past 30 years in China. However, at the end of 2011, a severe PRV outbreak took place in many PRV vaccinat-
ed pig farms and spread quickly in the pig herds in China and caused great economic losses to the swine industry. In this
paper, the epidemiological characteristics of swine pseudorabies and the molecular epidemiology of the disease were intro-
duced since 2011 in China. The molecular characteristics of novel PRV variants were analyzed and the research progress of
new vaccine against the novel PRV variants was reviewed. The researches on the control and purification of swine pseudora-
bies was discussed in China.
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Fig.1 The distribution of novel pseudorabies outbreak since
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Fig.2 Phylogenetic and molecular subtyping of the PRV genome based on gC gene sequences
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