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Functional analysis of a salt-induced lectin receptor-like kinase PcLR-
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Abstract: To explore the role of pear LecRLK in response to abiotic stress such as salt and osmotic stress, the evolu-
tionary relationship of PcLRLKO66 in pear and other species were studied. The phylogenetic tree showed that PcLRLK066 in
pear and apple had the nearest evolutionary distance to apple but the farthest to while wild tomato. PT-PCR revealed that
PcLRLK066 were differentially expressed in different organs of pear. PcLRLK066 was subcellularly localized on plasma
membrane. The germination rates of transgenic Arabidopsis plants under salt and osmotic stress were lower than those in

wild type Arabidopsis plants, indicating that PcLRLKO66-transgenic Arabidopsis is more sensitive to abiotic stress and PcLR-

LK066 might be involved in the responses.
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Fig.2 The phylogenetic tree based on the amino acid sequences of PcLRLKO066 in pear and LecRKs in other species
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Fig.4 The expression patterns of PcLRLK066 between 0mM
and 100mM NaCl treatment
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Fig.5 Subcellular localization of GFP-PcLRLKO066 in Nicotiana benthamiana
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Fig.6 Identification of T; transgenic Arabidopsis thaliana by PCR
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W A= B R T S R LI 3 AR R PelR-
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Fig.7 The germination rate of WT and transgenic Arabidopsis
(PcLRLKO066-1, PcLRLK066-4 and PcLRLK066-5) un-

der osmotic stress
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Fig.8 The growth of WT and transgenic Arabidopsis ( PcLR-
LK066-1,PcLRLK066-4 and PcLRLKO066-5) under salt

stress
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