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Effects of maize/soybean intercropping on maize leaf senescence
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Abstract: An experiment consisting of two cropping patterns ( 2-row maize/2-row soybean intercropping and maize
monoculture ) was conducted to detect the activities of senescence-related enzymes at different growth stages. Expression of
maize senescence-related genes at different growth stages were detected by RT- PCR. Results showed that the enzymes ac-
tivities of superoxide dismutase (SOD) , peroxidase (POD) and catalase ( CAT) were maintained at higher levels, and the
contents of chlorophyll, soluble sugar and soluble protein were higher in maize leaves intercropped with soybean, but the
content of malondialdehyde ( MDA) was decreased, effectively delaying senescence. The expressions of SGRI, SGR2,
VP14 and CC2 in intercropped maize at filling and maturity were lower than those in monocultured maize, but the expres-

sion of senescence-delaying gene KNI was higher, confirming that the maize/soybean intercropping could delay maize se-

nescence at gene level.
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Table 1 PCR primers for maize senescence-related genes detection
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Fig.1 Effects of maize/soybean intercropping on maize leaf senescence and relative physiological traits
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Fig.2 RT- PCR detection of senescence-associated genes of maize at filling stage and maturity
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