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Abstract: According to the genome of duck hepatitis virus type I (DHV-I) ,one pair of specific primers was designed.
The VPI genes were amplified by PCR, and then were cloned into prokaryotic expression vector pET-32a. The recombinant
plasmids were transformed into E.coli BL21 ( DE3) cells. The proteins were successfully expressed following IPTG induction
and detected by the SDS-PAGE. The antiserum against the recombinant protein were produced by immunized BALB/ ¢ mouse
with recombinant protein. SDS-PAGE showed the approximate molecular weight of the recombinant protein was 46 000. West-

ern-blotting assay revealed that desired proteins could be recognized by the monoclonal antibody against histidine-tagged pro-

teins. Western-blotting results showed that the antiserum could

%5 H #3:2016-04-01 react specifically with desired proteins. These results show that
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can be used for detection of VP1 proteins.
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Fig.3 SDS-PAGE analysis of recombinant protein pET-VP1
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Fig.4 Western-blotting of the recombinant protein pET-VP1
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Fig.5 Western-blotting identification of VPI antiserum
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