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Establishment of a RT-PCR method for duck reovirus detection
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Abstract: To rapidly assess the clinical infection of duck reovirus, a pair of specific primers based on duck reovirus
oC protein gene sequence was designed. Using the duck reovirus genome as a template, a specific RT-PCR method was es-
tablished and applied to the samples collected from ducks infected by suspected reovirus in Jiangsu province. The RT-PCR
technique established can specifically amplify the 438-bp sequence of reovirus oC conservative region, and detect the ge-
nomic DNA of duck reovirus as low as 1 fg with detection rate of 100%. The RT-PCR can be used for rapid clinical diagno-
sis of duck reovirus infection.
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Fig.2 Specificity of the RT-PCR for detection of duck reovirus
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Fig.3 Sensitivity of the RT-PCR for detection of duck reovirus
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Fig.4 Detection of MDRYV clinical samples by RT-PCR
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