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Insulin gene transformation into sesame via pollen-tube pathway
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Abstract .

To establish a novel plant bioreactor based on sesame oil body expression system, the binary vector

PBI121 containing the insulin gene was transformed into sesame Jiheizhi No.1 via pollen-tube pathway. The transformed

plant with Kanamycin resistance was confirmed by PCR amplification and PCR-Southern hybridization. The results showed

the insulin gene was integrated into the genome of sesame seeds, and could be passed onto generation Ts. In conclusion, it

is feasible to genetically transform insulin gene into sesame oil body via a pollen-tube mediated pathway.
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Fig.1 The structural diagram of insulin plant expression vector
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Table 1 The seed setting rate of sesame treated with different con-

centrations of plasmid

e KH R
TRV 1 - - - -
(ng/pl) B SRR ERFR M BURR  EORRE
wH (%) (g)  HH (%) ()
50 100 39 0.25 30 60 0.16
100 100 42 0.23 30 50 0.15
150 100 43 0.26 30 57 0.15
200 100 28 0.21 30 43 0.10
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Fig.2 PCR assay of transgenic sesame plants with insulin gene
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Fig.3 Detection of T, transgenic plants by PCR-Southern blot-
ting

R 6 i BHEARLRR 1B 5 3R 2 DX D B mi A A iR
By RAEENA o WAL R AL 20 5 A IO AE R
T ML e P VR SR TR R 5 26 ), R B LR
B R RE L TP A A e AN IR S DR PR A AL s A
MG SR, TR PR Y 43 88 07 305 i DX 4
AT7 SR8 VOB 56, 2098 DURURE & 2 S B 73
BN ZR E , ELHE R A B BE DY S A A gt A ML A
M1k,

F2 T REGMFFEBEENBMOVERR
Table 2 X2 test to kanamycin resistance and susceptibility of regen-

erated plants T,

FIRERIT

wR R e e P
1 50 10:40 37.5:12.5 0
2 50 3:47 37.5:12.5 0
3 50 6:44 37.5:12.5 0
4 50 2:48 37.5:12.5 0
5 50 8:42 37.5:12.5 0
6 50 9:41 37.5:12.5 0
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Table 3 Positive progenies of insulin-transgenic sesame plants by PCR

AR RS BHMERC SRR B (%)
T, 586 175 30.0
T, 120 18 15.0
T, 832 42 5.0
T, 56 21 37.5
T, 117 49 41.9
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