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Identification of zy-5 gene and Mi-1 gene by multiplex PCR in tomato
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Abstract .

To realize the rapid identification of gene iy- 5 resistant to tomato yellow leaf curl virus (TYLCV) and

gene Mi-1 resistant to root-knot nematode ( RKN) disease for tomato breeding through marker-assisted selection, a
multiplex PCR reaction system was developed with tomato lines 1227 (with ty-5 gene) , VENT (with Mi-1 gene) and seg-
regation population F, by analyzing the polymorphism of amplified fragment with redesigned molecular markers. The identifi-
cation of the genotype and disease resistance in F, population by multiplex PCR detection was 95% similar to that by field

inoculation evaluation. The multiplex PCR system developed in this study is capable of simutaneous identification of ty- 5

and Mi-1 in tomato.
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Table 1 Primer sequence and specific fragments amplified with the primer

PP (bp)
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Table 2 Identification of resistance in field infection
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