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Inheritance and gene mapping of recessive earliness in rice ( Oryza
sativa L.)

WANG Shi-lei, DING Zheng-quan, HUANG Hai-xiang
( Jiaxing Academy of Agricultural Sciences, Jiaxing 314016, China)

Abstract: To uncover the genetic mechanism regulating early flowering in rice, a newly identified mutant ref was ge-
netically analyzed and mapped for earliness genes. Ref was insensitive to photoperiodic response. The F, progenies, derived
from ref and six late flowering accessions, expressed late flowering. The heading date in refxJiahe218 F, population dis-
played continuous and bimodal frequency distributions, and the ratio early flowering plants to late flowering plants followed
a 1:3 segregation ratio, suggesting that earliness was controlled by a pair of recessive genes. A total of 1 005 early/late
flowering plants derived from F, generation was selected to construct the gene mapping population. Bulked segregation analy-
sis identified SSR markers RM7302 and RM3853 on chromosome 5 associated with earliness genes. With further linkage a-
nalysis, earliness gene was finally mapped to an interval of 18. 32-cM region between SSR markers RM7302 and RM3853 on
the genetic map of chromosome 5.
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Fig.2 The location of earliness genes on the genetic map
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