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Expression level of mitochondrial Tu translation elongation factor
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virulent Newcastle disease viruses
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Abstract: To study the dynamic expression of mitochondrial Tu translation elongation factor (TUFM) in chicken
embryo fibroblasts ( CEFs) ,comparative proteomics technique was used to analyze proteomes of CEFs infected with three
different virulent Newcastle disease viruses (NDVs) derived from chicken, goose and pigeon. Mass spectrometry results
showed the expression level of TUFM was upregulated in the low virulent strain WX-10-07-Pi-infected group compared with

negative control group at 24 h post infection. The expression

%5 H 87 .2015-09-30 level of TUFM increased over time in the CEFs infected with

E4WH FRHARSFIESIH (31440083 ) ; 1LHE BHL high virulent strain JS-5-05-Go. These results suggest that the
THEHRITE (BE2012366) 5 V155 A RN TR 27 expression level of TUFM has a great deal of correlation with the
BeBHIF I H (NSFPT201501 ) virulence of NDVs.
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Fig.1 2-DE gel of the negative control group in 24 h post infec-

tion ( stained with blue silver)
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Fig.2 The location of TUFM protein spots in 2-DE gels
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Table 2 The expression levels of TUFM in three groups

TR N R KT B 2 H) A R 2R

Pt i
Pi Go Ch Pi-Go Go-Ch Pi-Ch
24 h T 1 1 T - T

R A2 Fak B 3 (P<0. 05) AR K (P<0.01) 5 T
H | A3 B RF2 Tk f OB ANRSS ; Pi-Go 27 A JS-5-05-Go YL 26
AR IR  WX-10-07-Pi YL 5 JS-5-05-Go YLt 22 8] M0 75 1 5 40
X I GETT 22 5% Go-Ch R L JS-7-05-Ch YL Jy Xif B, JS-5-
05-Go JEYL L 5 JS-7-05-Ch JER YL 41 22 [A1AH B 25 (3 o5 A X 55 i e 3T
225 Pi-Ch FoR L JS-7-05-Ch JE YL 41 0 X I | WX-10-07-Pi J&HL
205 JS-7-05-Ch Yy 2 2 ) 1 0 4 1 B AR 4 i I BE 12 25 1
-FRPIABIEZ R 22 5 R B,

3 1

NDV fEALINSEBNT CEF ARG AR il , — 7 1
T2 5l CEF A4 Fh G E B TR, 53— 7 1 7 22
FIF CEF ¥ S FNRE 515 1 2 BP9 BT, X Fh A
YEM 2530 CEF A RIBIG LA UE , Hitk, w5
NDV /B 1 3 40 M & 11 o 4 19 A8 4 A B TR
NDV 515 40 H 19 AH B AE FBLE] NDV 43T B0i L
H AR IE NDV (158 2515 25 T AR B 4

TUFM 2 H5A7 15 B DR 57 M R0 43 A 3t i 4 1 428 fifr
PF Tu (EF-TU ) H i) —Ff, & Hh 40 A% 56 PR 7E 2K
TR UG AR VR R AR A AR G 1 R Y
—FE RN, FEIREEN I (RNA B A%
A T LLAE LA AN 0 1 JORCEE 1) A28 e v 2 42 35 O B 1
™, TUFM BEMSAERFLRIARSE A AL AR L
HEE AR EPHEF I —E 252 F] aa-tRNAs
SRR A SRS A EESY M ZORLR DNA 4Ri5
EAMED A BKTE 5 24 h B9 B XS B8 20 A
e BYY)S 24 h BF TUFM 255 876 7 1 i 59 19 WX-
10-07-Pi JERYL2H b B 25 T s 5 48 h ABAPEXT FRATAH
L YY) 48 h BF TUFM 3R35 5 7E 85 ) SRk 1 JS-5-
05-Go JERYL A Fik i AP S T+ AR S 38 hn , o
PRI AR L2 P TUFM Rk i o B 25 5 H 5 B
X HRZH B —SUn ARtk

NDV #y5ET 4 1 (M & ) a] Uil g 3 40 i
RNA %% S FUEE (U A B, (2 32F 718 NDV (91 283
P BRgTAE R R M & I 7E BiR 3 Bk NDV
TR FE A P ) e R K O BE T [R] 9 2E K 2 B — 3K

(RIGIR RE B X AE— 2 R R IR SR A9 NDV
FERCK IR P AT BE A A A A B IR R,
AT R — R R TUFM 557K 5
R RTINS, BRI T — B
SREEAR NDV 515 £33k TUFM 1 b 8% 4 o ] 34
IV 4 i o 5 R BRI R A G, TR
RIS KRR A 3 Bk, I R] st HgE 6 24 h 0
48 h 2 ANIFIE] S PR OIZ S5 18 T B R — 15 32 TR Y [
— LA AN[E B B9 20k NDV G CEF filZ
ANIRHE] A5 TUFM 2635 7K S B9 BF98 B sl 33E

a8

[1] HIROAKI S, TAKUYA U, HIDEKI T, et al. Chaperone
properties of mammalian mitochondrial translation elongation factor
Tu [ J]. Journal of Biological Chemistry, 2007, 282 (6):
4076-4084.

[2] TR, TUFM 7B DER 35 Koxd T24 A0 AE MRt i i
WLD]. M BT ERIR S, 2014

[3] £ L& BiEeR i Bon A B RLG H 1 4F fe st i
WA D] st PR BE, 2014,

(4] & &, Juedt, mhEs, & Himsemae g BLE T Ak
mTOR/4E-BP1 il p38/ Frk/Mnk I 3 5403 75 12 BB B 15 X
T elF4E [BFFEL 1], PR B PR, 2015, 37(1) :1-5,

(5] AP fEHeriys (A 75 MG S &% B /Y LA 1 SR O
FE[D]. UM WL, 2009.

(6] = X, IJF WF, B, & e B A p s e f
VKT AL 0T T]. HhEISE, 2010, 32(10) :25-29.

[7] BRADFORD M M. A rapid and sensitive method for the quantitation
of microgram quantifies of protein utilizing the principle of protein-
dye binding [ J]. Anal Biochem, 1976, 72.248-54.

[8] CANDIANO G, BRUSCHI M, MUSANTE L, et al. Blue silver: a
very sensitive colloidal Coomassie G-250 staining for proteome a-
nalysis [ J]. Electrophoresis, 2004, 25:1327-1333.

[9] RIISB, RATTAN SIS, CLARK B F C, et al. Eukaryotic protein
elongation factors [ J]. Trends in Biochemical Sciences, 1990, 15
(11) :420-424.

[10] NAGAO A, SUZUKI T, SUZUKI T. Aminoacyl-tRNA surveillance
by EF-Tu in mammalian mitochondria [ J]. Nucleic Acids Symp
Ser( Oxf) , 2007(51) :41-42.

[11] PANTUA H D, MCGINNES L. W, PEEPLES M E, et al. Re-
quirements for the assembly and release of Newcastle disease virus-
like particles [ J]. J Virol, 2006, 80(22) :11062-11073.

[12] 2 %L 2005-2008 4E4E 4 H X NDV 38 14 58 1k 204 A 22 bk
BERR L A L Y LB BT AF SR (D). M MR
%, 2010.

AR R E





