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7S B 88 .2015-10-17 Abstract: To define the role of erythropoietin-producing

HeTH . HEH AR ST H (31201767) ; THE 40 hepatocellular receptor B6 ( EphB6) in the migration and
BHEREE 5 MR ERLETH 5 R WA attachment between embryo and endometrium during porcine em-
A LA RE I H (CARS-36) ; VL& AR bryo implantation, the mRNA and protein expressions of EphB6
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in endometrium and ovary were detected in Meishan sows during
pre-implantation ( pregnancy 13 d, 13 d), mid-implantation

(18 d) and post-implantation (24 d) using real-time

163.com tein in endomtrium showed the same expression pattern, an in-
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crease from pre-implantation to mid-implantation and a decrease from mid-implantation to post-implantation. In embryo,

mRNA expression on day 18 was significantly higher than that on day 24 (P<0.01). In ovary, EphB6 mRNA expression

level dropped and then picked up, which was quite the contrary for protein expression level. In conclusion, EphB6 may

play an important role in swine embryo implantation, and is a candidate gene for litter size in swine.
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Fig.1 The agarose gel electrophoresis of total RNA extracted

from different tissues of Meishan sows
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Fig.2 The changes in EphB6 mRNA expression levels in different tissues of Meishan sows during embryo attachment
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Fig.4 The protein expression levels of EphB6 in different tissues of Meishan sows during embryo attachment
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