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Abstract: Rice blast is one of the major diseases of
4% H 81 :2015-08-06 Japonica rice in Jiangsu province, and the neck blast is
EEWA B KB ISR H (2011BAD16B03) ; 7L A 4R
AP RHE B =R AT E [ CX(12) 1003 ] ; K A KB+
F4TH (31400175); LA H AR B %K 4T H

the most serious. Breeding resistant cultivars is an effective
way to prevent this disease. In order to identify the primary

resistance genes and genotypes of Japonica rice in Jiangsu

(BK20130725)
EEEN T E(1981-) 5 T HER I, Wit BIBFSE 5 L BFo province, functional markers of blast resistance genes Pi-
% KRG 4> F i 6 F A, ( E-mail ) wangjunjaas @ ta, Pi-b, Pi-k" and Pi-km were used to detect 65 Japonica
aliyun.com rice cultivars approved by Jiangsu province from 2007 to

BIRAEE P 4ED), (E-mail) wgzhong0503@ aliyun.com 2013. Six cultivars harbouring three rice blast resistance
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genes, 23 cultivars harbouring two genes, 27 cultivars harbouring one gene, and 9 cultivars harbouring no gene were identi-

fied, accounting for 9.2%, 35.4%, 41.5% and 13.9% respectively. All six cultivars harbouring three blast resistance

genes performed resistance to neck blast. 19 out of 23 rice cultivars harbouring two resistance genes were resistant to neck

blast. 12 out of 27 rice cultivars harbouring one resistance gene were resistant and the rest 15 were susceptible. Only 1 out

of 4 cultivars without blast ristance gene showed neck blast resistance. Correlation and regression analyses revealed that Pi-

ta, Pi-b and Pi-km were positively correlated with neck blast resistance of Japonica rice in Jiangsu province, and the corre-

lation coefficients were 0. 81, 0. 11 and 0. 15 respectively. Pi-k" was negatively correlated with neck blast resistance, with

the correlation coefficient being —0. 05.
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Table 1 Approved time and types of rice varieties in this study
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Table 2 Specific primers used for PCR

FIAR LA 348 JF9 (5'—3") B (bp)
Pi-ta Pita-F AGCAGGTTATAAGCTAGGCC 1 042
Pita-R CTACCAACAAGTTCATCAAA
pi-ta Npita-F AGCAGGTTATAAGCTAGCTAT 1042
Npita-R CTACCAACAAGTTCATCAAA
Pi-b Pib-F GAACAATGCCCAAACTTGAGA 365
Pib-R GGGTCCACATGTCAGTGAGC
pi-b Npib-F TCGGTGCCTCGGTAGTCAGT 803
Npib-R GGGAAGCGGATCCTAGGTCT
Pi-k" Pikh-F CCCAACATTGGTAGTAGTGC 258/401
Pikh-R TCCTTCATACGCAACAATCT
Pi-km Pikm-1F TGAGCTCAAGGCAAGAGTTGAGGA 174/213
Pikm-1R TGTTCCAGCAACTCGATGAG
Pi-km Pikm-2F CAGTAGCTGTGTCTCAGAACTATG 290/332
Pikm-2R AAGGTACCTCTTTTCGGCCAG
1.4 DNA 2H 1.5 PCR # iEF0E )
TEIK 43 BE B R OB e 4l Wt -, 4% P 4 71 20 wl A SO AAR R ALFE AR DNA (29 15 ng/pl)

2120 )y B BUK RS 3L K 4 DNA 2.0 pl, 519 (4 pmol/pl) 2.0 pl, 10x Z& #h K (25
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mmol/1)2. 0 pl,MgCl,(25 mmol/L) 1.2 wl,dNTP (2.5
mmol/L)0. 4 ul,Tag DNA AR5 U/pl)0.2 pl, K
B AGEK 12.2 pl, 1E Eppendorf PCR {31741 |
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Fig.1 PCR amplification of rice cultivars with functional markers of resistance gene
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Table 3 The genotypes of Pi-ta, Pi-b, Pi-k" , and Pi-km in rice cultivars identified with functional markers
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Table 4 The identification of neck blast resistance in rice cultivars
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