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Abstract: 34 molecular markers of starch synthesis related genes were used to evaluate the genetic variation and
population structure of 87 indica rice cultivars from different countries. A total of 80 alleles were amplified using 34 primer

pairs, with an average of 2.5 alleles per primer pair. Shannon index ranged from 0.303 to 0.796, with an average of

0.539. The polymorphism information content ( PIC)

ks HEA:2015-11-09 value ranged from 0.084 to 0.658, with an average of
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indicating the significant genetic differences of starch syn-
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