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Identification of genes resistant to root knot nematodes and aphids in Ara-
bidopsis thaliana

CHEN Xi, FENG Hui, ZHANG Jin-feng, LU Xiao-xue, CHEN Huai-gu, WEI Li-hui
(Institute of Plant Protection, Jiangsu Academy of Agricultural Sciences, Nanjing 210014, China)

Abstract: To identify plant genes that can increase resistance towards root knot nematode ( RKN) and aphid, nine
Arabidopsis activation tag mutants carrying aphid resistance were used to explore RKN resistance. Inverse PCR was per-
formed to locate the activation tag on Arabidopsis genome and quantitative RT-PCR was used to quantify the expression lev-
els of upstream and downstream genes. Three out of the nine aphid resistant mutants were identified with resistance towards
RKN, indicated by lower infection level compared to wild type at 7 days after inoculation. Among these three mutants, two
had almost the same location of the activation tag and activated SKS13 gene. In the other mutant, activation tag enhanced
the expression level of PERK2 gene. Transgenic lines overexpressing either SKS13 or PERK?2 resulted in reduced infection
level of RKN and poorer aphid performance.
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Fig.1 Number of infected root knot nematodes ( RKNs) on

wild type Arabidopsis and its mutants
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