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Abstract: In order to elucidate the genetic effects of wheat-Haynaldia villosa chromosome T6VS.6AL translocation for
its application in wheat breeding, advanced sib-lines derived from the primitive seeds of Yangmail8 for variety regional test,
were grouped according to powdery mildew resistance. Comparison between the resistant and susceptible groups was performed
on major agronomic and quality traits. The results showed that TOVS.6AL has significantly positive effects on kernel weight,
plant height, and spike length at the 0. 01 level. It has significantly positive effect on spikelet number per spike and negative
effect on spikelet density, at the 0.05 and 0.01 levels, respectively. It has no significant effect on kernel number per plant,
kernel number per spike, tiller number per plant, and yield. Furthermore, T6VS.6AL has no effect on wheat quality general-

ly. Based on the above results, it is concluded that sib line groups are valuable materials for precisely evaluating genetic

effects of a certain chromosomal segment. Dwanf or medium-
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height stem, high-yielding and widely adaptable wheat
varieties carrying translocated chromosome TO6VS. 6AL are
suggested to be used as the last recurrent parent during roll-
ing convergent backcross.
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Fig.1 Cytogenetic identification of powdery mildew resistant

and susceptible sib-lines of wheat by GISH
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Fig. 2 Identification of powdery mildew resistant and

susceptible wheat sib-lines by molecular marker
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Table 1 U-test of agronomic traits between resistant and susceptible wheat sib-lines

- 7 EIRLE 7 T 7 RRC[CE .
EHIME (x)) AR M (x,) A &L T
TR E (g) 45.04 39 41.22 31 3.82* 7.62
B (em) 84.64 61 82.19 36 2.45* 5.65
K (em) 9.64 61 8.59 36 1.05* 9.88
JEMEE (em) 19.58 52 17.61 31 1.97* 4.32
TR/ NEEL 16.85 61 16.49 36 0.36* 2.28
/N B 1.75 61 1.92 36 -0.17** 9.35
R AL 54.56 61 53.63 36 0.93 0.96
BERRREEL 4.42 61 451 36 -0.09 0.59
FRR RIS 241.87 61 242.52 36 -0.65 0.06
Fk &= (kg) 0.52 48 0.53 36 -0.01 0.87

* BRI IR R BRI Ik R AR 2B M5 5k BB IKT (P<0.05) 5 ™ FR LU I IR R & BRI Ik RIRIR 2 58028 R ik

B K- (P<0.01)
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X A o i R 2R TR e e Ik R AL
F145 2500 0T 500 R 45 2R = W /8 SRC BB |
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Table 2 T-test of quality traits between resistant and susceptible wheat sib-lines

- SRR IESES $;t’,j{_ﬁjj{§
M (x)) A FHIHE (x,) HEA R T %
JKIEWE SRC (%) 56.95 16 56.17 15 0.78 0.92
HERE SRC(%) 106.44 16 99.65 15 6.79" 2.73
WRIREN SRC (%) 68.92 16 68.11 15 0.81 1.44
LR SRC (%) 104.87 16 101.26 15 3.61 1.20
fifi 2 40.61 16 45.26 15 -4.66 " 2.38
EHBRERE (%) 11.93 45 11.62 24 0.31 1.38
T HE A (% ) 85.84 16 86.89 15 -1.05 0.22
T T 7 % (%) 27.90 16 26.80 15 0.01 0.86
SDS PLIEH (ml) 7.19 45 7.03 24 0.16 0.69
JE BT E] (min) 4.09 15 4.29 14 -0.19 0.30
FaE A E] (min) 5.71 15 5.36 14 0.35 0.52
BRI (%) 73.67 15 66.29 14 7.38 0.92

P FRPUTIR LR IR R R U R IR AR 0 B Sk KT (P<0.05) .
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