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Establishment and application of a real-time fluorescent quantitative PCR
system for detection of Polymyxa graminis in rhizosphere soil of wheat

WANG Yan-xia''*®, WU Ji-rong’’, YU Ming-zheng’’, ZHAO Jing-jing"’, XING Yu-jun’”’,
XU Jian-hong2‘3 ,  SHI Jian—rongz'3

(1. College of Life Science, Nanjing Normal University, Nanjing 210046 , China; 2. Institute of Food Quality Safety and Detection, Jiangsu Academy of
Agricultural Sciences, Nanjing 210014, China; 3. Center for Safety Evaluation of Transgenic Crops, Nanjing 210014, China)

Abstract: A quantitative real-time PCR system for the detection of the number of Polymyxa graminis was established
in this study. In the system, the standard curve showed a linear correlation between the input DNA and the CT values, with
PCR efficiency of 95% and the correlation coefficient of 0. 999, and the melting curve presented a single peak, indicative
of the feasibility of the system. The quantity of P. graminis in the rhizosphere soil of transgenic wheat N12-1 and its paren-
tal material Yangmail58 during growth stages was detected using the system. No significant difference was detected in the
quantity of P. graminis between transgenic wheat N12-1 and Yangmail58. The results suggested that the planting of trans-

genic wheat N12-1 had few adverse effects on the quantity of P. graminis in rhizosphere soil.

Key words: Polymyxa graminis; quantitative real-
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Fig.1 Specificity test of quantitative real-time PCR reaction to standard plasmid
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Fig.2 Standard curve of quantitative real-time PCR
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Fig.3 Melting curve of quantitative real-time PCR
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Fig.4 The quantity of P. graminis in transgenic wheat N12-1

and its recipient Yangmail58 during growth
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