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Optimization of two-dimensional electrophresis system for grain protein in

spring wheat
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Abstract .

To develop a system for two-dimensional electrophresis(2-DE) of grain protein extracted from spring wheat ,

two protein extraction methods commonly used for plant tissues were compared. The pH range, the loading quantity of sample

and the gel concentrations were optimized in the 2-DE system for the grains from Qingchun 38. The samples prepared by

TCA/acetone precipitation yielded better quality 2-DE map than by phenol extraction method. The condition of 17-cm IPG

with pH 5-8, 380 g loading quantity of protein and 12% SDS-PAGE gel gave rich protein spots in the 2-DE map.
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Table 1 Procedures of isoelectric focusing electrophoresis
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Fig.1 Comparison of 2-DE maps of proteins extracted by two

methods
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Fig.2 2-DE maps of protein in the systems with different pH
ranges of IPG
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Fig.4 2-DE maps of protein in the systems with different gel
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