TEFAM 3R (Jiangsu J. of Agr. Sci. ) ,2015 31 (1) ;166 ~171
166 http: //www. jsnyxb.com

I G, i, BRI, 45 PIASZE AL R AR (A AR DG DN BB S N5~ MYBI10 ko i [ 1] LR AR 2441, 2015,
31(1) :166-171.
doi:10. 3969/j. issn. 1000-4440. 2015. 01. 026

AT AHEHGMUAEEEERABEXERRERXEF
MYBI0 Ri&x#EX 5

WM, GHem, HRAM, REAE
(R E AR BEAS MR T R B 450009 )

WE. NHRAFLEEREMEG2ESOERA, PGSR TIPSR K2 A3 | 0 98 e
PCR 7785, 43 M7 50 Bz v A 458 B R PAL (CHS .CHI .F3H DFR ANS F3GT ;35 1 MYBI0 3L 1E SR 92K 8] &
B SAEE, 25 RERW EA R TER PAL SN RO G R RS E S R AR OT R0 3%, e E G %
% FEWERELH , PAL A F3GT TESR 5L B A ek i doe iy, JUABE R ik i Bl AR S R B T B, 3% SR+ MYBIO 1
L1 BB PSR WRIBACEARRAC, e R A e 2Bl , HRA s R 2N 50 50 L, a2 5 EaREE
AEF 2L B RIVE T, 06 R A1 35 (0 T RESZ G HEREIN F3GT BRI, MYBIO W] BEE i3 8 F3GT MR N

WRLE M,
KEEWR. 4, LElF; £ik; MYBIO; POGER PCR
hESES. S661.2 XEkFRINAG: A XEHRS: 1000-4440(2015)01-0166-06

Analyses of expression patterns of transcription factor MYBI0 and antho-
cyanin synthesis genes in two red skin pear varieties

TIAN peng, SU Yan-li, KANG Bao-shan, WEI Wen-dong
(Zhengzhou Fruit Research Institute, Chinese Academy of Agricultural Sciences, Zhengzhou 450009, China)

Abstract: The objective of this study is to reveal the difference of the coloration mechanism between two red skin
pear varieties by analyzing the expression of anthocyanin synthesis related genes. Expression of the genes encoding seven
enzymes ( PAL, CHS, CHI, F3H, DFR, ANS, F3GT) and transcription factor MYB10 gene were examined by real-time
PCR for fruit skin of two pear varieties, Starkrimson and Mantianhong, at three fruit development stages. In Starkrimson,
the expression of the anthocyanin synthesis related genes except for PAL increased and then decreased, in agreement with
anthocyanin content changes, during the whole stage of fruit development. However, in Mantianhong, the expressions of
PAL and F3GT were the highest at fruit color turning and other genes decreased gradually along with fruit development.

MYBI10 gene were lowly expressed during the whole fruit development in Starkrimson, and reached the highest at fruit col-

or turning in Mantianhong, 50 times higher than in
I FS H 87 .2014-06-05 Starkrimson. The coloration degree of Starkrimson could
E LT MU AR A A ML EE 3 T F——FR A5 A be controlled through the coordinated expression of the

i H (10CXTD149 ) ; 10 B 44 # K BH 5 e e+ Xl i B structural genes. MYBI0 might control the coloration in

(092101110400) Mantianhong through regulating the expression of key
EZEAT I WE(1979-) 55, WP BN , Bt By BRAFSE 01, 3% gene F3GT.
MG BT B Ik T B B B R BF 5T (Tel) 0371- Key words: red pear; anthocyanin; expression;

65330961 ; (E-mail) tianpeng@ caas. cn MYBI0; quantitative real-time PCR
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Table 1 The primer sequence of qRT-PCR[%%]
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Actin TCCAGAAGAGCATCCAGTCC GCCAGGTCCAAACGAAGG AF386514
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Fig.1 Changes of anthocyanin contents in the skin of two pear varieties during fruit development
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Fig.2 Relative expression levels of anthocyanin synthesis genes and transcription factor MYBI0 genes in the fruit skin of two pear varieties

by real-time PCR
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