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Research progress on mechanisms of formation and function of circular
RNA (circRNA) in plants

WANG Ting'*, GUO Yue’, PENG Qi*, ZHANG Jiefu’, HU Maolong'*”

(1.School of Life Sciences, Jiangsu University, Zhenjiang 212013, China; 2.Institute of Industrial Crops, Jiangsu Academy of Agricultural Sciences/Nan-
Jing Sub-center, National Center of Oil Crops Improvement/Key Laboratory of Cotton and Rapeseed <Nanjing>, Ministry of Agriculture and Rural Affairs/
Provincial Key Laboratory of Agrobiology, Jiangsu Academy of Agricultural Sciences, Nanjing 210014, China; 3.College of Agriculture, Fujian Agriculture
and Forestry University, Fuzhou 350002, China)

Abstract: Circular RNA (circRNA) is a unique class of non-coding RNA, which exists widely in various organisms
and has become the latest hot research topic in the field of RNA. This paper reviewed the formation mechanism and func-
tional mechanism of plant circRNA based on the detailed comparative analysis of plant and animal circRNA, which could
provide a basis for further in-depth research on plant circRNA.
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