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Abstract: Illumina MiSeq high-throughput sequencing technology was used to explore the bacterial and fungal

community structure characteristics of the shady slope

e#s B #A :2023-01-29 and sunny slope of tea garden, and analysis of the
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BIESE : 5Kk, (E-mail ) 847125997@ qq.com phylum classification level, the bacterial phyla in the

rial and fungal community structures was conducted. The
results showed that the number of bacterial and fungal
operational taxonomic units (OTUs) in the shady slope

soil was higher than that in the sunny slope soil. At the
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shady slope soil and the sunny slope soil with the highest relative abundance were Acidobacteria and Proteobacteria re-

spectively, and the most abundant fungal phylum in both slopes was Ascomycota, with a relative abundance exceeding

55.00%. At the order classification level, the most abundant bacteria and fungi in the shady slope soil and sunny

slope soil were different. Species diversity analysis showed that there was no significant difference in species diversity

or richness of bacterial and fungal communities in the soils between the shady and sunny slopes of the tea garden. Dif-

ferent bacterial species were enriched in the shady slope and sunny slope soils, while the fungal species enriched were

similar. Redundancy analysis found that bacteria received greater influence by soil factors than fungi, and soil availa-

ble phosphorus content was the most important environmental factor affecting soil bacterial and fungal communities.
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Fig.1 Venn diagrams of bacteria and fungi in shady slope and sunny slope soils of tea garden
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Fig.2 Distribution of bacterial species with relative abundance ranked Top 10 at phylum and order classification levels in soils of shady

slope and sunny slopes
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Fig.3 Distribution of soil fungus species with relative abundance ranked Top 10 at phylum and order levels in soils of shady slope and sun-

ny slopes
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Fig.4 Shannon index curve of fungi and bacteria in soils of shady slope and sunny slope
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Table 2  Soil physical and chemical properties

) ol WA SR EAEASE  EREES R
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FAY%  5.60£0.20a  12.30£1.28a  4.40+0.61b  1.13x0.21b
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Fig.5 Redundancy analysis between bacterial and fungal community structures and soil physical and chemical factors
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