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Research progress on drug resistance of common probiotics
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Abstract: Probiotics are defined as living micro-organisms that can bring health benefits to the host in terms of nutri-
tion, metabolism and immune function when ingested in sufficient quantities. Probiotics are widely used in food processing,
health care and livestock breeding, and the market is expanding. The widespread use of probiotics may bring new risks,
such as becoming a reservoir of resistance genes and participating in the transfer and diffusion of drug resistance genes.
Based on the requirements of public health and food safety, this paper reviewed the types, drug-resistance test methods,
drug resistance characteristics, and drug-resistance gene transfer of commonly used probiotics, so as to provide a theoretical
basis for the safe and standardized management and use of probiotics in the future.
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Table 1 Drug resistance genes identified in probiotic strains and their characteristics
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