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Research progress on resistance mechanism of rice stripe disease

ZHANG Meng-long, YUE Hong-liang, CHENG Xin-jie, SHI Wei,
(Institute of Agricultural Sciences in Jiangsu Coastal Areas, Yancheng 224002, China)

SUN Ming-fa, ZHU Guo-yong

Abstract: Rice stripe virus (RSV) is transmitted by small brown planthopper, which has caused serious damage to
rice production in China. Using resistance of varieties is considered to be the most effective method for disease control. It
was summarized in this paper from the aspects of rice siripe disease characteristics, research progress on molecular biology,
virus transmission characteristics and identification method of the small brown planthopper to rice stripe disease, advances
in the genetics of resistance to rice stripe disease and rice stripe disease resistance breeding. At the same time, the existing
problems in rice resistance researches were pointed out, and the solution was suggested.
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Fig.1 Diagram of virus transmitted through eggs in small

brown planthopper
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