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Detection of transgenic ingredients in maize
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Abstract: In this study, multiple transgenic components of a maize sample were analyzed by constructing positive
quality control based on real-time PCR. Firstly, the exogenous transgenic fragments commonly found in maize samples were
screened, and the positive plasmids were constructed verified. Then, the possible regulatory elements, target genes and
screening genes in the samples were analyzed. The results of real-time PCR showed that the transgenic maize samples con-
tained two promoters (pCaMV35S and pRice-Actin) , two terminators (tNOS and tCaMV35S) , three target genes (CrylA(c),
CP4-EPSPS and CTP2-CP4-EPSPS) and a screening gene ( PMI). Therefore, the tested maize samples contain many trans-

genic ingredients, and it is speculated that the transgenic corn samples contain many transgenic maize strains.
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Table 1 Primers and probe sequences for gPCR

W EL/EE3as FFA(5'—3")

pCaMV358 514 GCCTCTGCCGACAGTGGT

Hl) AAGACGTGGTTGGAACGTCTTC

e FAM-CAAAGATGGACCCCCACCCACG-BHQI1
pFMV35S 519 CGAAGACTTAAAGTTAGTGGGCATCT

H5l) TTTTGTCTGGTCCCCACAA

WAEF FAM-TGAAAGTAATCTTGTCAACATCGAGCAGCTGG-BHQ1
pRice-Actin 51 TCGAGGTCATTCATATGCTTGAG

L5l TTTTAACTGATGTTTTCACTTTTGACC

WA FAM-AGAGAGTCGGGATAGTCCAAAATAAAACAAAGGTA-BHQ1
INOS 51 CATGTAATGCATGACGTTATTTATG

514 TTGTTTTCTATCGCGTATTAAATGT

PREF FAM-ATGGGTTTTTATGATTAGAGTCCCGCAA-BHQI1
1CaMV35S 514 GGGGTTTCTTATATGCTCAACACATG

514 TCACCAGTCTCTCTCTACAAATCTATCAC

BEE FAM-AAACCCTATAAGAACCCTAATTCCCTTATCTGGGA-BHQ1
LE9 yaGiL7| TGAGAATGAACAAAAGGACCATATCA

514 TTTTATTCGGTTTTCGCTATCG

BEE FAM-TCATTAACTCTTCTCCATCCATTTCCATTTCACAGT-BHQ1
CrylA(c) 51 CGGAAATGCGTATTCAATTCAAC

514 TTCTGGACTGCGAACAATGG

e FAM-ACATGAACAGCGCCTTGACCACAGC-BHQI
Cry3A 51 TCCGGTTACGAGGTTCTT

L5 CCATAGATTTGAGCGTCCTTA

e FAM-ACCTATGCTCAAGCTGCCAACACCC-BHQI1
Bar 519 ACAAGCACGGTCAACTTCC

514 GAGGTCGTCCGTCCACTC

e FAM-TACCGAGCCGCAGGAACC-BHQ1
CP4-EPSPS yGiL7| GCAAATCCTCTGGCCTTTCC

HolY CTTGCCCGTATTGATGACGTC

WREF FAM-TCATGTTCGGCGGTCTCGCG-BHQ1
CTP2-CP4-EPSPS x5 GGGATGACGTTAATTGGCTCTG

HolY GGCTGCTTGCACCGTGAAG

WEF FAM-CACGCCGTGGAAACAGAAGACATGACC-BHQ1
PMI 51 CCGGGTGAATCAGCGTTT

Hol GCCGTGGCCTTTGACAGT

WREF FAM-TGCCGCCAACGAATCACCGG-BHQ1
NPT 514 AGGATCTCGTCGTGACCCAT

514 GCACGAGGAAGCGGTCA

i

FAM-CACCCAGCCGGCCACAGTCGAT-BHQ1

TP F FE 5 AR SR T AR SN/T 1204-2016,
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Fig.1 Detection results of positive plasmid
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Table 2 Detection results of transgenic maize

(tNOS 1 tCaMV35S) FEE FE ] FOKIR A AL T A
Ky, Co 43 91 4229.93+0. 22 . 31.35+0. 04, 28.55+
0.03 F132.81+0. 03, {HJE )5 3+ pFMV35S % 1k
T B9 BIECA RS, Z5 TR % B R EORAE
& A B 3 T pCaMV35S | pRice-Actin F1 2% 11 1
INOS .tCaMV35S.,

il
M 23 AN IR $RIUES % R BkiES FF %t BRI 8 B IR KRR
R S il T o ol WO b N o bl N o b N o i B o 5 S o 0 B o A 2 o B o )
pCaMV35S 37.85 39.15 36.55 37.18 0 0 36.74 36.28 6.34 6.23 29.72 30.15
pFMV35S 0 0 0 0 0 0 0 0 29.61 29.21 0 0
pRice-Actin 0 0 0 0 0 0 0 0 32.82 32.37 31.39 31.32
tINOS 0 36.41 37.23 25.25 0 0 36.61 37.69 6.84 6.97 28.57 28.52
tCaMV35S 37.22 36.22 37.53 37.03 0 0 36.00 36.23 4.29 5.30 32.84 32.78
tE9 0 0 0 0 0 0 0 0 6.27 6.95 0 0
CrylA(c) 37.31 35.68 36.70 36.08 0 0 35.87 35.10 4.95 4.69 33.26 33.23
Cry3A 0 35.335 36.877 0 0 0 37.245 0 6.34 6.36 0 36.98
Bar 0 0 0 0 0 0 0 0 6.55 6.95 0 0
CP4-EPSPS 37.39 35.10 35.93 35.83 0 0 35.95 35.92 6.24 6.05 32.61 31.42
CTP2-CP4-EPSPS 0 0 0 0 0 0 0 0 6.47 6.61 28.81 28.39
PMI 0 0 39.27 0 0 0 38.26 38.33 4.21 4.37 33.78 34.02
NPTII 35.54 35.10 36.28 35.81 0 0 0 0 6.55 6.53 0 0
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Fig.2 The result of detection for regulatory gene
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