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Research advances in the role of mating type genes in sexual reproduction
of fungi

YONG Ming-li, YU Jun-jie, LIU Yong-feng
(Institute of Plant Protection, Jiangsu Academy of Agricultural Sciences, Nanjing 210014, China)
Abstract: The reproductive strategies of fungi can be divided into asexual and sexual reproduction. Sexual reproduc-
tion plays a very important role in the process of fungal genetic material recombination and evolution. The sexual reproduc-
tion of fungi includes heterothallism, homothallism and pseudohomothallism. Sexual reproduction of fungi is mainly con-
trolled by genes present at the mating type ( MAT') locus. The structure of mating type genes is a key factor in sexual repro-
duction. Furthermore, the mating-type ( MAT) locus is a genetic locus encoding the transcription factors that are the master
regulators of sexual reproduction. It plays a role in the vegetative growth and regulates the sexual reproduction of fungi in
different growth processes. In this review, we give an overview of the structure, molecular function and regulation mecha-
nism of sexual reproduction of mating genes in fungi.
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