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Potential pathogen risk in cyanobacteria-blooming aquaculture wastewater
after remediated by water hyacinth

ZHOU Qing, WANG Yan, SONG Wei, CHEN Ting, HAN Shi-qun

(Institute of Agricultural Resources and Environment, Jiangsu Academy of Agricultural Sciences, Nanjing 210014, China)

Abstract: The effects of floating plants on the potential pathogens and pathogenic genes in the phytoremediation of
cyanobacteria-blooming aquaculture wastewater were studied by the method of high throughput sequencing. The results
showed that water hyacinth could significantly reduce the overall level of potential pathogens in the aquaculture wastewater,
but the levels of potential pathogenic genus such as Arcobacter, Helicobacter, Enterobacter, were increased briefly during
12-18 days of treatment. Moreover, the levels of potential pathogenic genus such as Treponema and Pseudomonas in treat-
ment of the water hyacinth rose to 6.2+3. 5 times and 44.6+20. 9 times of control respectively at day 30. During the process
of phytoremediation, the level of genes related to human metabolic, infectious and immune system diseases in wastewater
was gradually lower than that in the control, but the level of genes related to human neural diseases was increased by
36.77%+6.91% compared with that in the control at day 30. It can be been that the method of floating plants remediation
can not completely eliminate the risk of pathogens in aquaculture water.
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Fig.1 The overall change of potential pathogens in cyanobacte-

ria-blooming aquaculture wastewater after remediated

by water hyacinth
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Fig.2 The change of potential pathogenic bacteria inhibited by water hyacinth in cyanobacteria-blooming aquaculture wastewater
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Fig.3 The change of potential pathogenic bacteria promoted by water hyacinth in cyanobacteria-blooming aquaculture wastewater
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