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Abstract: To abtain the expression product of high pathogenic fowl adenovirus serotype 4( FAdV-4) hexon protein,
hexon gene was amplified from genome of high pathogenic fowl adenovirus serotype 4, and it was cloned into transfer vector
pFastBac-1. The recombinant transfer plasmid pFastBac-hexon was generated, transformed into DH10Bac Escherichia coli and
screened to obtain recombinant shuttle plasmid rBacmid-hexon. The rBacmid-hexon was transfected into Sf9 cell to produce re-
combinant virus rBV-hexon. The expression of hexon was identified by indirect immunofluorescence assay and western blot,
the results showed the recombinant virus in Sf9 cell can be recognized specifically by polyclonal antibody against FAdV-4, and
the molecular weight was about 110 000, these results indicated that the hexon protein was well expressed in Sf9 cell.
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Fig.1 PCR results of fowl adenovirus serotype 4 hexon gene
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Fig.2 Identification of recombinant transfer plasmid pFastBac-

hexon by digestion
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Fig.3 Identification of rBacmid-hexon with PCR
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Fig.4 Identification of recombinant bculovirus rBV-hexon in

Sf9 cells by indirect immunofluorescence assay ( IFA )
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Fig.5 Identification of recombinant baculovirus rBV-hexon by

western blot
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